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PowerPlex 16 System 100 reactions DC6531
400 reactions DC6530
PowerPlex 1.2 System 100 reactions DC6101
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HoAh2H 4y
I 2k HXS
Internal Lane Standard 600 150m 1 DG2611
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Mineral 0il 12ml DY1151
Nuclease-Free Water 50ml P1193
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