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2.1 BIERFER

Patentln #& 1] IO IEAT IR, v A SE B F 5 Bbs RI(USPTO) I M b 4%, 18471
Windows 95/98/NT/2000 R+ . R/ 64 MB WAE, X FERKI LR T4 75 2
ZIMNAE, RTSAS 100,000 47518277 A ] 1M K/NPHE, /0752 128 MB
WAF. Patentln 3.1 T2 REAL A5 A) & 2.5 MB, 73 AT B4R A 1 43 1) LUARAFAT 2% SO R4
HIL . an AR 5 N PatentIn 2.1 FRAT 25 1DIRE, 1B 77 2224 Micrsoft® Access M I
oy IR i R ANFASCIE, WS TRER) .

LAL PatentIn IEH AF, HEACE “TMP N ENTR AN CAAAAEN A, dAEAL
RCPATH B AR B AR B E N DOS %<, AL ZHNEDL M AE Windows 22258
SRR AT IR EK

®Xﬁ FK s RS 0 7R: USPTO 8 —ANEHFIE A T3R5 R SRS IR,
o2z 5 60 RN R R AT LA www.fileviewer.com <http:/www fileviewer.com> |
. FRIFLIAV", HRAS K 2000 SR-1. PTO FH 60MB F1 120MB A [f 3 AF3E4T Tl
R, iR “AEwE” , WNAZAT U ET RO/ NSO, PTO SEERE EAVHEMNL. Win9g
IR R TIRRN (225 n] RE T 48 B 0IAURR)

2.2 iB4T PATENTIN

PatentIn 4 H & THAAL s v, T2 H0uG AT LU R8N A rin b, TAR45 3CFRT BIAE
HoA st )5 547 FEP AT LA USPTO M T 1 R4,  Hiuhk /2
ftp://ftp.uspto.gov/pub/patentin/patentin3116.exe. s i HEEEI P LA~ 2] Patentln 3.1 S8 2%
BIVFENL . SERCESE S, S L PatentIn 3.1 EIFR, FRARZCEEXSUE EbR, SnT LA
14T Patentln 3.1,
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3.1 PR H
bR Patentln 3.1 2P RS, tHIUFSIHIAT I (Sequence Screen, [ 3-1) .

7% % 11 (Sequence Screen, P 3-1) J&FEFEE I,

s Untitled.prj - Patentin 3.1 [ _ =] =]
Project  Edit Yiew Application Stepz Help

Ol | 4 B2 | % | Ry Pri Ind Org Pub Feo Gen

Sequence Mame: Sequence Type:

[E{Ear

i

Orgatizm: I Standardl.. [Eirstam,. |

Seanch far: | ;I

1

Add
|t

[elete

Hestare LI

Curzar Pogition: String Length: 1] Line Mumber:

Eearder

Lk

alidate | Save Project Help | Feload Saved Project |

For Help, presz F1 i

/& 3-1: Sequence Screen

Feala it (B 3-10 A3k s A Mgy, o =LA 5 R 54 BAEH]: Projed,
Application Steps 1 Help. 534/ 51081 Edit 1 View, &K Microsoft #fF R4 2R Y
33, T AMES IR TR = SR AE 4, Patentln J 5N TR 44
"Untitled" 22 ((4E5%, il UBIAT43E% (Project Menu, & 3-2) 4T JF—/ CLEA7AE
A5

3-2
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3.2 fESS3RA

A AEAESS SR (Project Menu, [ 3-2) At sifffr—/MT5% . 1EF Save, HIL “5
7oA “% 0 (Save As Screen, & 3-3) , H[UISES M4 IHRAF. EFE “Open”, HILFT
JF&E D (Open Screen, & 3-4) , EFSEHIRAFIIINH, SRJ54TFF. « Exit Patentln 3.17i%
TR G 1 o SIS KR, BRIEA — MT AR S5 B A — M ST

NEUEAES SRR (Project Menu, [ 3-2) XEI, RILLEBUTS b —Fn] E 1 730 5
IR TS5 SR YRR B AR 55 B ARTE T L2 e XA, HBLIF 2 Untitled,
F2 A AT 4T FFERAT— AT

& Untitled.prj - Patentin 3.1 [_ =]
==l Edit iew Application Stepz Help
Hew CibN - 1 Pi Ind Org b Feo Den
Open... Chrl+0
Sequence Type:
Save Ctril+5
Save bz,

YWiew/Print Wark |n Progress
view it Sequence [Lieting
et Brran B epart

Elenanme Szguzncs Starmand... [Eorefar.. |

1 demaod.pr

2 Mew Mame.prj ;I
3 Mew Dema.prj
4 enpltest. prj

E xit Patentln 3.1

[rpart

[elete

Festare ll

Curzor Pozition: String Length: ] Line Mumber;

Hearder

il

v alidate | Save Project Help | Relnad 5 aved Project |

|

& 3-2: Project Menu

3-3
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3.3 BSLAREEES
BB RS

FTHF 322 1 R P810 e 1 R AT 3 S5 S Al

1. VB EFPE Project SEHH ) New, 1] LUERR L HMATSH HITAE R

2. BikF% Project SZHH (K] Save AS, Hi¥lSave As Screen (Save As Screen, & 3-3);
3. @&{r File Name XJ 1 HE 4 A B A4 7K

4. YBiidi Save HALH .

5. WA RR IR b ) A B A

Save As H I
Save in; Ia Patentln 3.1 j ﬁl

expltest.prj

File name: INEW Demo Save I
Sawve as lype: IF'atentIn Project Files [*.pr) j Cancel |

] 3-3: Save As Screen

@Wiyer.  save 71 Save As SURTEES S Cp #20) + 2 MRIOIES 7 1051
LA AR A, AR S B A HHI, A 240 “ST25 %0

3-4
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3.4 FIFHES

TIPS -

1. %+ Project SZEAH ) Open, HHITIFAHEHE (Open Screen, & 3-4) .

2. FTIFSCAFITAE ) H %

3. Mk RR, 4TI

4. IR B L, NIRRT AR BAE be R e LA, RO TS5 A Tim sk
2

N o

Open Patentln 3.1 Project B I
Look jr: I 5 Patertln 3.1 j gl
expltest prj

File name: Idemu:u'l Nulj] Open I

Filez of type: IF'rniec:ts [*.pril j Cancel |

& 3-4: Open Screen

@Xﬁ&iﬁﬁif?ﬂ%ﬂ/ﬁﬁﬁiﬁif?ﬂﬁ@ﬁﬂ)ﬂE"Ji%/%: LUSHIENSS I BV E IS A<0)5 271 NERpINA R e
HTE B — MR AT S5 I T 2 — 28I ), X L B BT AR 55 I B X

3-5
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3.5 RS

B IRRAFAESS I, REP B T S A SR IRIA4 K

1. 7% & Project SE 1) Save, WHRILEMTSE A B4, SHIARAFE 1 (Save As
Screen, & 3-5) . 5, (L5 LLSGHTF] BB & 1 44 PR AT

2. B AL FRRAF ST H 3%

3. 7t File Name X35 HE 4 A 3CAF 44K

4. % miidi Save, LB DRAFAT S5

5. [RlZ)T Patentln FEFF 8 H, B IMBEA LA, SRS TEEIRA.
DA [R) B A4 R AR AE -

1. VB EFE Project SE K] Save As, HIL “HFEA” B (Save As Screen, [ 3-5) ;
2. B IERRORAFE U H 3%

3. 7t File Name X35 HE 4 A\ 3CAF 44K

4. /8 pith Save, DA RAFAESS .

5. [RlZ)T Patentln FEFF 8 H, B IMBEA LA, SRS TEEIRA.

Save As H I
Save in; Ia Patentln 3.1 j ﬁl

expltest.prj
Mew Demo.prj

File name: INEW M arnel Save I
Sawve as lype: IF'atentIn Project Files [*.pr) j Cancel |

] 3-5: Save As Screen

3-6
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3.6 W% TAESCHF

J AT EAIE e G5 — AN AR SO R 4 i TARRERY, 38 AR SO ] DAAE— WA A
FESS AEE A RN o ERREE TS S P8R R

BE TR

7F Project 521+, B £ View/Print Work in Progress .
@ S il %% Create Work File, QI TAESCI:. .

3.7 BELIERE

PatentIn il il &8 TAESEEE 0 (View Work in Progress Window, & 3-6) #4it T 4 5%
W BRI TGN

B New Mame WaikFile txt - Motepad

Fl= Edit Search Help
Application Froject _:J

2120 Title : demo

<130 AppFileReference : Our reference number in our files
<140 CurrentArpHunber

<141 CurrentFilingDste - -

Earlizr Applications

<150 PriorAppHumber @ US 07-789 124
<151 PriorFilingDete : Z2000-04-10

S=quencs

£213» OrganismMame © Demo Organism
<400 PreSequenceString -
abcabc
<2123 Type : DHA
<2115 L=ngth : &
Saquencelans :© Demc Segquence
Semuencelescription

The=i=

S=quencs: Demno Seguence:

<301 Antheors : Arthur Hiller
4] | H

K] 3-6: View Work in Progress Window
BEAHE M HIFRIA A
1. 7t Project ¢, £+ View Work in Progress Jil ;
2. VB NS, SRS S Print, AT DAFT EE AN SCPEIR AR 5

3-7
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3. B fiil; File Exit, 1BHFEFE .

3.8 BEFIIFIFE
PatentIn $21it T EFF|REFBEH O (View Sequence Listing Window, ¥ 3-7) WE b5

N2V E
E Untitled1_.5T 25.txt - Hotepad _ (O] x|
File Edit Search Help
SEQUENCE LISTING -l
<110> Department of Housing and Urban Development
<120> Demo Segquence
130> Demo Reference Number
<140> Uz 077908
£141> 2000-03-08
<le0> 1
<170> PatentIn wversion 3.1
<210> 1
<211> 4
<212> DHa
<213» 2 Ambvstoma laterale z Ambystoma texanum
<400> 1
4 A
& 3-7: View Sequence Listing Window
WEFFI BRI TTE:

1. 7E Project 2+, B iEF¢ View Sequence Listing i ;
2. “Briidi File P Print, n LUFTED SO AR
3. “Briil File 11 Exit, gL g 1.

O

IR GG LR o
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3.9 N HERE

Hi HEREEEFEED (View Error Report Window, 3-8) W IME SonrEbiH: LI
AR, WO T TS n ReAAAE AR 1

Bl New Name.EnorLog.txt - Notepad _ (O] x|
File Edit Search Help

Sequence: Demo Sequence: Organism Name is required.

4

& 3-8: View Error Report Window
WE HEER ST

1. {E Project "', B iLF¥¢ View Error Report;
2. B fili File P Print, FTEIH AR
3. B 45 File 11 Exit, 1BHAFE D,
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3.10 FHIEHrH
PatentIn IR 2 RES UL — 24575144 FK (Rename Sequence Screen, [5]3-9)

Patentin 3.1: Enter new sequence name I

0k, I Cancel

& 3-9: Rename Sequence Screen
B YA FR, 17T Rename Sequence 7 [
YB IEFE Project 52 ¥4 1) Rename Sequence i ;
7F Rename Sequence X IHHEH 4 A\ 5 HIFHT 24K
B rith OK #2411,

—

Eal

3.11 ;B4 PATENTIN

B PatentIn i, URALSSEA AT, SR P MRS RAE 2 MA71E55 (Exit Patentln
Screen, & 3-10) .

Patentin 3.1 I

& Save changes to Mew Mame.pri?
MNa | Eann::ell

K] 3-10: Exit PatentIn Screen

3.12 fEHAELTE D

L B X 240 PatentIn B A XL, W44 F1 S help #41, HINFEEhE O, FiHmw 1
N HBE O (Help Screen, P 3-11) .
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Patentin 3.1: HELP =l

& project must have at least one genetic sequence, but it may hold any namber.

*  Toadd anew zequence, press the Add button on the left-hand side. Vou can then type
the sequence data directly, or copy and paste the sequence data from another file.

¢ Toaddasequence by importing sequence(s) from files), or from other Patentln

projects, press Import.

To remove an existing sequence press Delete,

To Undo the deletion of the sequencels) press Festore.

Fress Reorder if you wish to change the order of the sequences in your application.

The Clear button clears the sequence data for the selected sequence.

The Validate button validates the sequence, and formats the sequence data itto blocks

of 10 characters with a nunrdng total at the end of each line.

FS
—

An orgatism name is mandatory. Vou may:

*  Enter an orgatism name directly,

ot

*  Choose an organdst nathe from the pick list of standard natmes by pressing Standard,

ot

o Define yowr own organdsm fname by pressing Custom. This will present a screen
which enables you to add, edit and delete user-defined organisms. ¥Vou can use the
Custom Orgarnisim screen to enter custom orgatism names in this and other

sequences. -
4| | »

& 3-11: Help Screen
. i OK %4, RLEHAHIE M.
3.13 JHENTEAE

R T — sl CnZEVY 5 1) Add, Project LA )2 Application Data) , 1M % A
BN EHEMANERN, SHIEEXIEHER O (Message Dialog Screen, & 3-12) .

Patentln 3.1 E I

Q Seguence Mame can not be blank.

K 3-12: Message Dialog Screen
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Ak Gy
RS AR B

QU PAIFIZR G, ] AARE: ) FE s in AR S

4.1 HiFEPERE

TR B —MTS N, HIEPESESE (Application Steps Menu, & 4-1) 4T3
HPRAS, (RSB B RTE s e B NI 2T T — AN S, A5 B FRA

“New Name” .

‘ta New Name._pij - Patentin 3.1

Project  Edit Wiew slslis=li g

= E| 4% | Project Data

= B3

T

Frior &pplication Information
Sequence Mame: Applicart Data » Seiuence Tiie: DMA
Define Cuztom Codonz
Clear | Feature Data
arfifiial Seguensedl nknowm Eommment
Fublication Data r
Generate Sequence Listing
Organizrm: IDenn: ; Standard... Custar... I
[Eapiite ik
Search for | Ilaaaaaaaaas sssddddddd Z0 ;I
Add
[rpart |
Delete |
Eestare | LI
Curzaor Position; 1 String Length: 20 Line Mumber: 1
Feorder |
" alidate | Save Project Help | Fieload 5aved Project |

|

& 4-1: Application Steps Menu

4-2
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4.2 EE5EHE
F el DIAEAESEIEE O (Project Data Screen, & 4-2) [ A4 A5 A& BH (R AH < A

%

o IXLBAE SORHAf 5 ] 1) TR 26 56 H IR R 2

Dy, LRG3 CRUIRAARR R HE SO S 26 3CRRD

Patentln 3.1: Project Data - MNew Name_pij E3 I

Title OF lrwention: |Demu:| Title:

Current Application Mumber: I
[US 074333,939 or PCT /U5 96/933333)

Current Filing D ate: I___

[ r-pb-D D

Application File Reference: IDEITID Referetce Mumber

Walidate | Save Project | (] I Cancel Help

& 4-2: Project Data Screen

NESSEA:

N =

3.
4.
5
6

@I N K4 FR (Title of the Invention) , X2 AIHEMT A A

WRAFAERITE, & B 91755 (Current Application Number) . — HHii AHI,
N 24F7d sk H# (Current Filing Date) A0,

YT H I (Current Filing Date) , #0257 10: Q1 1989-06-28;

@i N G CAF 122 3R (Application File Reference) ;

. VB Validate, i TN B
. ‘B Save Project, RAFHAKIfE o

4.3 RAEHIRER
PLIC HF A5 S T R A N2, DU LA BN 53 ) DU HRR SR R BIX L8 45

o PR HiEHAIEEMREHERFEE O (Prior Application Information Screen,

4-3) , AEEIAN I B e, AT A T g A B R -
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Patentln 3.1: Prior Application Information - MNew Mame.prj

— Edit Priar Application

Priar Application Nurmber; I'JS 07/739.124
[US 07/339,999 ar PTC/ L1S536/93399)

Frior Application Filing D ate: IEDDD-D4-1 ]

Clezar |

Prior &pplication List:

ltem|Application Mumber Filing Cate I
LIS 07/789.124 2000-04-10

—_

Inzert

Replace
Delete
Walidate Save Project ] 4 Canicel Help
& 4-3: Prior Application Information Screen
A HIERE R

1.

@ ALEHIES (Prior Application Number) . WIS M TG Sl B AUIHS
PLoE HE I H 1,
i AP HEL K HE] (Prior Application Filing Date) , #%:41: 1989-06-28.

3. Bt Clear 7 LLE RS Hi54%%E (Edit Prior Application) [X ¥ 5,
4. FIRPIENG B BERAERBAL HATHIE R, & ARERES (Prior

Application Number) FMLSCHIFAXHE (Prior Application Filing Date) , 2850
£l Insert #4411 ;

BHAIRPMEAH: B ERZAH, @BALERIES (Prior Application

Number) FRSEHELZHE (Prior Application Filing Date) , %X J50 it Replace
Fi

6. MERSZH: BEHFZLH, KA fid Delete 12411 ;
7. B Validate, BTG B BN (EdG A BIRF B A2 . dfRX

s, BCHRA, BAAAZIHIA
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8. B RS (Save Project) #2401, TRA7E R
9. Bl OK ¥4, #iAIFCHIE L.

@ patentin e, parentinad ik OK 5, A R4 L S A o
AR, 5 N SR B2

4.4 HiEEHE

EFFFE O (Application Steps Menu, & 4-1) Aa] LU A N B f7 G115 B, 7F
Application Steps 57 . L $% Applicant Data, SRJ/5ER F 224N A\ (Individual)
7 (Organization) . WHSEFET AN, HIAANBEIFEED (Individual Applicants
Screen, [ 4-5) , EFEHAL, HIWEATHIER O (Organization Applicants Screen, 5] 4-

6) .
s Mew Mame.pij - Patentln 3.1 [_ =]
Project  Edit Miew EellEi R0 Help
= | 4 | Project Data n
Frior &pplication Information
Sequence Mame: Applicant Data Individual
Organizati
Define Cuztom Codons = aanieaen
Clear | Eeature Data
arfifiial Seguensedl nknowm Eommment
Fublication Data k
Generate Sequence Listing
Organizm: IDenn: _ Standard... Cuztam... I
[Eapyite sk
Search for | asasasaaaass sssddddddd Z0 ;I
Add
Import |
Delete |
HEstone | ;I
Curzor Pozition; 1 Strng Length: 20 Line Mumber; 1
Feorder |
" alidate | Save Project Help | Feload 5 aved Project |
o

 4-4: Applicant Data Screen
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441 MAHE

A ANBEEF D (Individual Applicants Screen, & 4-5) Fha] U FHIE ARG, 5IFEH
SUHBELHNE # (0k 4,  SeAtbth 5 o] iy P S AL 5 2

@ PR AL F: (% -First Name, 2 [G-Last Name) J& W AUHE K],

Patentln 3.1: Individual Applicants - Hew Hame.prj

— Edit Indiidual Applicant
Firzt M arme:

Suffix: |

Last Name: Middle Initiat: |

Street Address:

Clear | City:

Country:

State / Province: I

Zip Code; I

Phone Murmber: Fax Murnber: I

Electronic Mail Address:

Applicant List: [tem | Individual Mame FPhone Mumhber

Inzert

Replace

Delete

Fli

W alidate | Save Project | k. I Cancel Help

& 4-5: Individual Applicants Screen

BANHIEENDNE R

1. 7 Application Steps #', “BiL# Applicant Data, #X)50 EF/N A (Individual) ;
2. @ N\ HIEH MK (Last Name) ;

3. @I HINAIETSR (Suffix) (Wl Jr, T4

4. @& N\HIEEN4 (First Name) ;

5. @A RIEINHEL (Middle Initial)
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6. @i ANETEHLL, W, A, B, WG, RIS, RIS DL H R
Huhil:;

7. B Clear, W LIERRN ANHIENIGER |

8. BIREANfFE, DEPHEALEATHMEE, &% EditIndividual Applicant, % X5
Rt Insert 1241 ;

9. BEHAMGE, BETPIXAEE, &%\ Edit Individual Application, X578 &7
Replace B r];

10. ZEMBRAAAE R, B IXA&ERE, )G AidD Delete 1] ;

11, ZEHARA DGR, VB Validate, Hr NSRS 5@ T RIBHGIN . (EE 5 IX 11
B, mTERARAN, WAL

12. Y8 i oh OK A IR OC HIXAN B 5

13. 5 2-12 38, il U AR 15 2.

Dy, s, 200, WEEER S FKEL

€) F——— 75 parentin a1 1, A OK G SRR (4 I A8 3 Ry
BRI, WA B2t

4.4.2 AT HE

FATETER O (Organization Applicants Screen, & 4-6) Ho] DU TS AL IAE B, 4
MNHIE—FE, FPyIm T R g AL A4, oAt 5 A D AT DL AR e A oA
1—‘5—“%\ o
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— Edit Organization Applicant
Organization: I
Street Address: I
Clear | City: | State / Province: |
Courtry: I Zip Code:; I
Fhore Humber: I Fax Mumber: |
Electronic Mail &ddress: I

Applicant List:

[termj Organization MName Fhone Mumber

|nzert

Feplace

s

Delete | P

Walidate | Save Project | ()4 I Cancel Help

K 4-6: Organization Applicants Screen

MARBEENMAGER:
1. 7t Applicant Steps 2.+, B L+ Applicant Data T3¢ ., VB 4R 5 k£ pr

(Organization) ;

HINBAAT (Organization) 5K,

RN AV TPAN R VAT OEET 202 L1 ) A1 N VA < P eSO 12 L P SR PR Y R L =y 1Y

CERRL 15 e
B rith Clear, W] LLEFRE 1 Edit Organization Application £ 71 ¢ T HLA {5 B

5. BUGAGE, BERHGEAAM BTG L, @ %\ Edit Organization Applicant, X )59

Hth Insert 32411

PR AGER, BiEFXLAEE, &¥iA Edit Organization Application, 2850
#iii Replace HIA[ ;

LB A ER, BEhEAER, RJED T Delete Rl n];
LN A TG R, B Validate, A GEAD Bk TP LRI AL . H2

GO E, BT, REA
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9. X 2-94, —HBPH M HIHEREBINN;
10. VB4 OK 424, #ailJIfFocME a.

Dy qim. 7020, WEEER S FKTL

@ PATENTIN [F15 R £ : £F PatenTIN3. 1 P, i OK G, gm0 B i S fn %) 26 Hh )
BAEAE, WIS R H
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LNk i
P35

5.1 73

H P 7E75) & 10 (Sequence Screen, & 5-1) 7 SESUTH, ] LU BB E & X
F ARSI I HAERIIGE A BRI R A E I A e S AT
%o 4 PatentIn /&3 Z))I AT LASZRIHT AN H o

s Mew Mame_pij - Patentln 3.1 mE E
Project  Edit “iew Application Stepz Help

D & 52 | R B Peilnd Org Pub Fen Gen

Sequence Mame: Demo Sequence Sequence Type:  DRA

Demo Sequence

Clear

;

Orgarizm: I Standard... Cuztom... I
Search for: | | ;I
Add
[rpart |
Delete |
Festore | ;I
Curzaor Position; String Length: ] Lirme Mumber;
Rearder |
Walidate | Save Project Help | Reload Saved Project |
o
& 5-1: Sequence Screen
@i, swrmmrs, 2ASThs, 20527,
VPP I AT G -

pER A T LTI e S P

5-2
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LB B LA N FF IR :

Cursor Pos S/ Y HTTIGARNLE, BT HIEEAN XL 2% (11
String Length -Z/:~17 1 FIAK S

Line Number -Z70GhR 7 B FT AE AT %o

5.1.1 EFEFRHEEELFR (Organism)

LYk 2 FRi%EFEE O (Selecting an Organism Screen, 5-2) W, P RTRAANGE WA
IR IEPELFR, B HAA VCHC S AR 2 FR S ae LG B AE D AR I 44 B«

Patentln 3.1: Organizm Selection I

Pleagze type in the first few letterz of the name vou are looking for:

E

el [ Apply to all Sequences in the Project

Abralia tigonure ﬂ
Abraliopziz sp.

Abramiz brama

Ahbramites zp.

Abrophyllum ornanz

Abruz precatonius

Abzidia commbifera

Abzidia glauca

Abzidia zychae

Abudefduf concalor

Abudefduf declivifrons
Abudefduf saxatiliz

Abudefduf taurus

Abudefdur trozchelii

Ahburria pipile

Abutilon mozaic wvinus

Ahbutilon theophrasti
Abuzzorchomene =p. 11432
Abuzzorchomene zp. AayE-1F
Abyszorchomene sp. "SCSW'

Acacla confuza il I

Mo i = Fiee et =k -
caree_|

I 5-2: Selecting an Organism Screen

EFEEYMARIAZFR:
1. B g B 5-19 1) Standard #7241 ;
2. N T E MR A FR
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3. “Blii Apply to all Sequences in the Project JEHE, 7] DU T BT 55 I T H 77
OISty L e2F ¢

4. B ity OK FZAHLHRIAIE KM R A FR
5.1.2 BRFS

BREFEKFI:
1. @ £ Search for 1% HH T Jj K4 4E DX AR E ) FAT ef CREAnSCRFIED (B 5-1)
2. Bridi Search $2Hl, JOFRIU A 45 B AL B B BIZE — L AT R AL EAL

Wy i KRR RS 60 7

5.1.3 HRERENE
1. B midi Clear %41 (18 5-1) BVR]iEER 4 L0 R %18 oI IME B s
5.2 #NINFPS

RFFIE O (Sequence Screen, [ 5-1) 11 Add $%41 7] LAINF IS4 FK, I LI
P e H 288 (K 5-3)

Patentin 3.1: Add a Sequence I

Fleaze enter a sequence name:

— Pleaze zelect a zequence type
+ DNA
" RMNA
" DNA /RHA

" Proteini

| k. I Cancel

K 5-3: Add A Sequence Screen
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IIFEI R T ¥

B EE Y E O Add 258, B INFSIE 0 (Add A Sequence Screen, 5] 5-
3)

. @ EXEHER RN TP A FR
RGN e ) S| BN MR ER vy [ XOR
4. B fiidi OK.

FET R Ign X nT U1, an S0 H (34 E R 402 Windows 95, Wik 2 H g
64, 000 ™FEE, 1M WindowsNT, 98, 2000 W) IR —H T ANFER

WAL P8 i a0 A 2 A SCAEEhRE T LSS RBX L BR AR A I w7571 o

—

W N

53 SAFF)

FHEO (K 5-1) 1 Import %41, 7] AN —ADSCHBATS N, il k£t
=ANEREF Ak SN PatentIn 2.1 i RIAT5S .

Patentln 3.1: Import Sequence[s] I

— Irmpart Sequence(z]:

&+ {From File: I Browse

™ From Project: I Bratee

™ 21 Project: I Browee

1L

& 5-4: Import Sequence(s) Screen
1. MWSCARSCAEREINTA, YO Import %41, #8578 5 From File L1k %4l (] 5-
4) ;
2. MHAMATS R NP5, VB il Import 1441, 4850 &l From Project PRk 4] (1]
5-4)

3. M Patentln 2.1 T4 FFY, B A Import 241, SR 5705 2.1 Project 3% 1%
4l (] 5-4) ;
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4. REAIERETT Browse BT R SCHEIRISCE A, AL 2 ORI SCPE G
Foxt.

Wy A I EEEB IR, 1534 1.

Wy 5T Protein/ T, FALSLHTE LRSS 4 FRAL R S b R AR, 5

W% D: R = BAR B = 7 REE Jk %ﬁ W2, PRT/3FL. PRT/3 556K

PRT/I 578 T4 7 B 25

5.3.1 S A PatentIn3.x ) Z B 5| EIE K& R,

FeA A — NS — B AP AU ASCI SCA A, B2 e S E s ST L, — N4
T 15311 P A IR U 3k, IF HARELA AT 3 — A AE 2 307

53.1.1 @5t
TEAIRELIAE AT (R 5-2) .
<SequenceName, SequenceType; OrganismName>

3 5-2: Header for Sequence

SequenceName Y4 44 Fr

SequenceType JPAIRAL, FAIRA Y —
e DNA

e RNA

e DNA/RNA

e Protein/1

e PRT

e PRT/1

e PRTI1

e Protein/3

e PRT/3
e PRT3
OrganismName EPMERLTR, RENTIER . WERANE T, PRl

M%: <SequenceName;SequenceType;>.

Wy e TUEH S8, SORLAER.

5-6
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5.3.1.2 JpH s

FRoEds S ERAEAR ATV NI, R S P PSRBT I — vy B, T RLS Z2ATEA VT
WEAHS, ERERIFIIEEE AR R

PRSP, sty TN L, SR DA SN MRSk, F AU RSk TT Sk LA 77
FA7.

Lean g i 2 2070418 ASCI SCARRE K HIFE P51 8dE (Sample ASCII Sequence
Data, & 5-5) :

< First Sequence;DNA;Abies alba>

ttttcttattgtttctcctactgcttatcataatgattgtecgtagtggcttcectcategt
ctcccccaccgcectaccacaacgactgeccgcagcggattactaatagtatcaccaacage
ataacaaaaagaatgacgaagagggttgctgatggtgtcgccgacggcgtagcagaagga
gtggcggagggyg

< Second Sequence;RNA; >

uuuucuuauuguuucuccuacugcuuaucauaaugauugucguaguggcuuccucaucgu
cucccccaccgccuaccacaacgacugccgcagcecggauuacuaauaguaucaccaacage
auaacaaaaagaaugacgaagaggguugcugauggugucgccgacggcguagcagaagga
guggcggagggyg

/] 5-5: Sample ASCII Sequence Data

5.3.2 PatentIn3.1 S\ —FF 5 BEA% =

JEHNSCAF A — MU — 482 4P ) ASCI U, S— P8 — e AR, R BT
b, FRFPSWn P AIZEE (B 5-6) i HICHHA e A h— e 51 S0 A

Sequence Type Selection |

Select sequence type:
o DMA

T RMA

© DMA / RRA

" Protein 1

Cancel |

& 5-6: Sequence Type Selection Screen

®$%%: PatentIn2.1 "' ASCII J# 2 3CAAE " .gbs "1 4 S 44 .

fEHSFANINRERS, —/NINE O BoR BT Py 4. TP (| 5-7) £ T —4
2K SEQ1000 (N2 7 A 3CAF BRI CA & T 513 &340,
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Importing from hle: Seql000_txt

Seguences Analyzed: 513

] 5-7: Sequences Being Imported Screen

* Validation Errors _ [

Error Message(s):

Ivalid sequence twpe in sequence 'nuclea’. ;I
Invalid sequence twpe in seguence ‘singlefilencheader’,

] 5-8: Validation Errors Screen

URBIAIN B AR e DL — NN R T, Ml sl (& 5-8) o,
singlefilenoheader IX> SCAF AT DNA SUAF AR & AT, Nucloe HE 4 T RIZIR,
IR

5.3.2.1 MESHIAFF
Patentln #', /7 0] LA\ PatentIn3.x E45F1 F AJF41, WFEFIFAED (Import
Sequence(s) Screen, [ 5-4) .

1. fFEFRFIEO (K 5-1) F8 b Import $%4, 2850 s From Project 1 LA MAT-25
S UG
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2. FUJH Browse Hebl, AT BLA S AE SRR

3 MR, (LRI A R 2 o ks
4 B AT

Wy, pefe Co B, WTBUT B A £ AT,
5. o VO s Select ANl #24, EFEAITAH A (B 5-9) .

Select Sequences to Import I

DWARODO01
FROTEIMSO0002
RHARDOOOZ

Select All | Canicel |

] 5-9: Select Sequences From Project Screen

5.3.2.2 § A Patentln 2.1 iR K4

1. 8 md s E 0 Import %4, FRYBiEH 2.1 Project FLIEHE, #inI LA PatentIn2.1
EEEs NG P

2. FIH Browse #%4l, Al VAT ICAFILFNCAF . B R IE, X HLIE A 12 dbE A% 21 S
e, A BAESS B, W (B 5-10) .

59
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Import 2.1 Project I
ke [ EEEE

|1 Beispiel &ppltion. dbf E dittabl. dbf Pin.dbf

| Exemple Cit2rarme, dbf FeatZpub. dbf Projects.dt

1 Sample Citation. dbf Featlist. dbf Segquence

Addrfile. dbf Classes. dbf Feature. dbf Strain.dbf
Arnino. dbf Contral. dbf Mezzages.dbf U zers. dbf
Appleant. dbf Delete.dbf Mamefile. dbf

1| | [ |
' Open I
Files of type:  |Patentin 2.1 Database Files [*.dbf) =] Cancel |

K 5-10: Browse Window for 2.1 Project Import
3. 1&FF PatentIn2.1 (LSS )n, = BREMESIISIER, W (& 5-11) .

File name:

Patentin 2.1 Projects List |

Chooze One of the following Projects bo [mpark

B eizpiel ei equenzprotok.oll
Exemple de liste de 2T quences
Sample File Reference

Cancel |

] 5-11: PatentIn 2.1 Projects List

4. B AEHESFANMES;
5. Y8 s OK 4.

54  FEIFR
PatentIn H. 45 L7 (] Windows 255 [l 4w 45 (4 .

2SI

1. B R DL 751
2. By Bdit 14, AR5V At (Copy, K 5-12)
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i New Hame.prj - Patentin 3.1 M= E

Project Wiew Application Stepz Help

(i Undo Ct+Z 1| @ | B, Pri Ind Org Pub Fen Ben
Cut  Chrl

Sequen L beguence Sequence Tvpe:  DHA
Copp  Chl+C
Easter (B

Clear |

Organizm: I.-“-‘-.u:au:ia confuza Standard... Cuztom... I

Search for |[ap Rahc | il

Add
[rpart

Delete

Eestare ll

Curzar Pozition; 4 String Length: G Line Mumber: 1
Yalidate | Save Project Help | Reload Saved Project |

| |

FLER i

R eorder

K] 5-12: Edit Menu

55  KFEF
R FP51:

1. R kRS B ARG (AL &
2. YBiiidi Edit, XG0 EREE (Paste)

5.6  MERFF

Tk

1o BRI A I R A7
2. AR (Delete) 4441l
5.7  HBUHEMER

PP ERE, RS H TS kM, T EURE 5.

5-11
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WiRrS

1. Bl Restore %4, HIFFIIKEHE D (Sequence Recovery Screen, [§] 5-13) ;
2. B IEBEIRE )P

3. BAHRE (Restore) %4l

Patentln 3.1: Sequence Recovery I

Please zelect sequencels] to be restored from the following List:

Demn Sequence 3
Demo Sequence 1

Restore | Cloze I Help

I 5-13: Sequence Recovery Screen

5-12
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5.8 FIEFHF

BEHHFE D (Reorder Sequences Screen, & 5-14) Hn] DLLWHEMHT P41 (VK7 A AR 5]
JEFPHIRT o & e i e o), AN B HE R T AR AR S S IR
J¥, s NIeilni B — AP, TR AP AR JETH .

Patentln 3.1: Reorder Sequences Ed
Select one or more seguences to move: Then click on the zequence that the zelection should Fallow:
[tem] Sequence [tern| Sequence
1| Demo Sequence 1| Demo Sequence
2 Dermno 2 2| Demo 2

Cancel |

K 5-14: Reorder Sequences Screen

Tk

1. B &R AN A—E8) LTS

2. B A B AT

3. EH 12 HAP ISR IR

5.9 HILFF

Hik:

1. #E/F5)E O (Sequence Screen, & 5-1) |, VB iili Validate 14, B HEE LRt
B, SIPRSE S H AT OK;
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Winr, S RS AL

5.10 {REEFF
EFFFIE O (Sequence Screen, [ 5-1) | BrithifRE/ES (SaveProject) %4, T AE¥
F T H AT R DLRAE o

®%/%: TOEEACAE, HACHARE R EART AL, SN ORAFAT 55 n] LAEE e
TARGHABHFE VNS LA — 5.

5.11 FTHRAEE RS
1§ ] Reload Saved Project #7441 n] ARG I 4% RAF L AT 45 (& 5-1) &

5.12 %0 B R

i B XEEMAEH (Custom Codons Input Screen, & 5-15) 1] DLn) b0 41 %
PRI B E XS, A Application Step 32 (8] 4-1) Hik#k BE X (Define
Custom Codon) Jiir] LAFTH T I o

Patentln 3.1: Custom Codons I

Amino Acid | Ala - Fleaze enter a cuztom codorn: ||

Cusgtom codong for zelected Amino Acid:

Itern | Aming Acid |Eustu:um Codan
1| &la tab

2| Ala gat

Mate: ¥'ou may wizh ta record custor codans in sechion <223 of the zequence lizting.

| |hzert I Delete | Replace k. Cancel Help

& 5-15: Custom Codons Input Screen
5-14
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0N B 8 X

1. Bt Application Step ¢ ([& 4-1) 7[¥] Define Custom Codon ii;

2. IR AR FD L FE Amino Acid (& 5-16) ;

3. & A\ B ENEM (Custom Codon) ;

4. % iS5 Insert $%411.

®%/%: HAre Dppesicae A s, SV E— NG D& B B e %
i, AH— A HERE AR

MBS B & X

1. B ArhgEdr B e R (Custom Codon) ;
2. B Hili Delete 1241

Patentln 2.1: Custom Codons I

Amino Acid | Ala - Fleasze enter a cuztom codorn: I

Cuztam u:u:u:l-:uns-"—"-rg 1 Armino Acid:

[term | Armito A Codan
1] Ala
2| Ala

MHote: “ou cord custom codonz in zection <223 aof the zequence lizting.

Inzert | Delete | Replace | ] I Cancel Help

] 5-16: Amino Acid Drop Down List Screen
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5.13 N B AEYE AR

£ B XA E 2 A E D (Custom Organism Input Screen, /4 5-17) 1, wJLAA %1
FKPIIA P A LR AR TR, den] DU B UEDE ARSI E D (& 5-
D e TERMNTIIE LIRS Custom 124, HUSINAEYELIR, AR5 g
BB A=A 2 TR o

Patentln 3.1: Custom Organizms

Fleaze enter a customn organizsm name;

Custorn argatism list;

[ Apply to all Sequences in the Project

[tern| Organism Mame

Inzert | Delete I Heplacel ] 4 I Cancel | Help

& 5-17: Custom Organism Input Screen
NN B X AR B AR T 1
1. B EFEFIE P BENX (Custom) 1%24H;
2. @ WANEYIRR AR
3. B fidi Insert %411
MR B xE X HIA4 7K
LB P AR B g AR
2. B Alili Delete %4

5-16
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Bt R

LB s s ) B e SR K

2. LPANEED S [y

3. B L ¥ (Replace) %4l

MFFFIE DA B 2 XHI4FK:

1. BRI, B B XZFRHE (“Please enter a custom organism name:”) ;
2. B il OK.

SIS AR a4

1. YO & Apply to all Sequences in the Project JEHE;

2. /B it OK %4l

5.14 NEFFIBRIARR LD

XF NIE P AR AN A RRIAEDAAR, D2 oG F RT3 . 7F Organism Name 1215
A Aritfical Sequence 5% # Unknown Jii, P3| H a5 FHEFIEE .

Comment for Artificial Sequence/Unknown Organism

] I Cancel

& 5-18: Artificial Sequence/Unknown Organism Comment

1. B EREFH)E DY Standard %41 (B 5-1) 5 .

2. B PAstEAEDIR L RRIIR PIL £ Aritfical B3 Unknown;

3. 1% Tab SR BN 2| HA—H%, UEHAME (] 5-18) HBNHH, ESRIEAEDIRTE X;
4 BN T YR ER U, I8P PIPIR N, X 1E B HILE<223>42;

@ PR WAy PAIE LI FE Application Steps | Artificial Sequence/Unknown Comment
(& 4-1) XD

Dy xR LT R R

5-17
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@ PR 751312 Hh 1<223>4~ 1] L] Artificial Sequence/Unknown Organism B4
misc_feature KA, EAHICH T B ARG B .

5-18
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FNER

6.1 FPERE

FFHVRFER O (Features Screen, [ 6-1) il DU 8B U7 A1 RFAE . 3 e 4%
Application Steps Menu 1 [1'] Feature Data (/& 4-1) , B34 EHE PatentIn (1) T HAZH ()
Fea SEHLKE WoR IARAERR 726 P 41 B ke 1K 241

Patentin 3.1: Features - Demo Sequence I
Sequence Type: DA Sequence Sting Length: O
— Edit Feature
[ Join &l CDSs

Feature Mame / Key: | Namesl

Felevant Besidues I T
From: '

Other [nfarmatian:

Clear |

[If wou have "n'" or " in the zequence, please define them in the Other Info. field.]

Feature List: [tem] Feature Mame From Columt To Column

Inzert

Feplace

i

Delete

W alidate | Save Project | QK. I Cancel Help

K 6-1: Features Screen
BMNTFHRE S B 51
1. #HPIEHZ T4 CDS, “BlliEH Join Al CDSs, LI T CDS Bt R ALK,

2. B Names %5354 Feature Name / Key [FAZIRIFHI SRR ;
3. @I NFEAIEL (Relevant Residue From) . &1k (To) A7 & [FEF,

6-2
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b

“% siifi Other Information HEF AILAAE B . XEARATFAIT U X, fEXET
G LLH n, Feature Name / Key £+ misc_feature;

YO Aiii Clear %4 n] LIS ER % 1 7 1Y) Edit Feature £ 1115 5.

EHHFMESZR (Feature List) 11—, Y85 Insert 8 BN — 4% 5 FIRFAIE 5
YEH4FIES)FR (Feature List) [¥)—I0, vB il Replace 14411X 45 17 41 R iE R 4% 5 46k
PEHPEFAESIZR (Feature List) [F)—1i, YO it Delete 124 B BRX 45 2 54FAIE s

‘Y ity Validate, DUV AIE R, PR SEGHA 2208 T I3 20000 . dnfi
FEIE A ARG R, TR

10. V8 SRS (Save Project) , BInJ{R4F(E &,

11.¥0 &S OK, #ihIHE H;

12. 7B giili Cancel 24, WHEREIA MG B

13. Y0 siihi Help %81, v LIRS BIIE B,

@ PR Join All CDSs ETAAAE ST, TRk TRHMEFIFR T & EHZ ) CDS.

A S B AN

@ PR AN A 1<223>44 AT LA Artificial Sequence/Unknown Organism B{#
misc_feature K EHT, AEAHI U] BHARAS B .

@ PATENTIN [T Patentln 3.1 7, v LLH RS Xaa Z R ARTE.
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6.1.1 EERHE 5 IA

TERREZ FR/EREFEE O (Feature Names / Key Selection Screen, 6-1) A PLIEFEAZ

Ry IRIE R A4 FK

Patentln 3.1: Feature Hamesz 7 Keys

Macleotide:

I

nisc_feature
[

intron

nat_peptide
modified base
-10_=ignal
-35_szignal

LN

0K Cancel |

& 6-1: Feature Names / Key Selection Screen
LR T 5 1 2 K-

—

2. 4 Nucleotide =% A&
3. B SR R EERITH R RAER (B 6-2) , MAERAEEE— N 4FK,
4. B i OK #ihik £, [MIZRFMER O (Feature Screen, [ 6-1)

6-4

. {FFFME® O (Feature Names / Key Selection Screen, & 6-1) , Y&k 4 FRIN;
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6.1.2 BHAmEEL K HARE B

1EFF modified base, JFMERZFR/CHEEFEFEE T (Feature Names / Key Selection Screen,
6-1) &HHY K, HIOCT BRI & .

Patentln 3.1: Feature Hamesz / Keys

MNuacleotide:

=

Imndified_hase

EX 0L
intron

mat Eeptide

-10_=ignal

Add the following Modified base to the Other Information

nisc_feature .
Ccos

-35_szignal ;I

acdc d-acetyleoytidine

chmbEu E-{carboxyhydroxymethylluridine

cm Z'-0O-methyleoytidine

cohmbsZn S-carboxymethylaninomethyl-F-thiouridine
cmhmbu E-carboxymethylaninomethyluridine
d dihydrouridine

fm Z'-0-methylpseudouridine

gal o beta, D-galactosylogquenosine

qm Z'-0O-methyliquanosine

i inosine

iga Né-isopentenyladenosine

mla l-wethyladenosine

(rnone) j

K 6-1: Feature Names / Key Selection Screen with Modified Base
IR T BRI &

1. 3 #%$¢ Add the following modified_base to the Other Information HE 1)~ $7 % 3k
2. B MHIRHIEPEMIIRIE (modified base , & 6-1) ;
3. B i OK (E6-2) «

6.1.3 ZmEAXHHARER

HRE IR g X, DNA P8I ARG B 78, DNA BEf% s i 118 50

IF, R NAA AR . X EEFE “exon” FFAEAMER]. {Hi%$E CDS, {iff Patentln3.1 H

sy A2 IREE, VR BN .

6-5



6.1.4 H—FEX "n" B "Xaa"

WzR. Z K5 I n 8% Xaa, ST.25 MIVEERAEZ % L. FIH Misc Feature, 1
Other Information #:14H. PatentIn & n 132 X #5 DI 2" & 7MP) " 2 IR EE - 81150 Xaa.

6.1.5 EFHERBIK

April 27, 2001
Version 2.1
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MIEFE LIPID I, SFEAFR/CHA%EFEE O (Feature Names / Key Selection Screen, [£]

6-4) &I HIY K.

AuminoclAcids:

Patentln 3.1: Feature Hames / Keys

=]|

ILIPID

MOD_LES
AOT_SITE
EINDING
Ca_EIND
CAREOHYD
CHAIN
CONFLICT

T T MHTTT PTT

2dd the following LIPID to the Other Information field:

(rorne) j
OE Cancel |
& 6-4: Feature Names / Key Selection Screen, (\i%" LIPID
EFERER AR

1. FHFMEHE O (Features Screen) 1, Y8 %+ Names #2411 (& 6-1) ;
2. 1F Amino Acid 5N, B
3. Y0 A ek, FIE R RAIER (B 6-5) , MWAIRHIES DK,

6-6
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4. i OK #%4H, #ieikB IR 2R EH O (Feature Screen, [ 6-4) .

s hn LIPID Bf5 8 :

1. Y& i%$% Add thefollowing LIPID to the Other Information HEH [£) 4 % 3k
2. B IEEHIE S LIPID 15 &

3. B sy OK#%4 (K 6-4)

6.1.6 MOD_RES HIHAtfZ R

& MOD_RES, $FEZAFR/HIAIEFEE D (Feature Names / Key Selection Screen, [§]
6-5) HBNHIMMAT;

Patentln 3.1: Feature Hames / Keys I

Aminolcids:

IHDD_RES

ACT SITE
EINDING

Ca_BIND

CAREOHYD

CHAIN

CONFLICT =

T-THTTT TT

Add the following MOD PEZ to the Other Information field:
Itnu:unell j

Add the following MOD PEZ to the Other Information field:

Ilinu:unell j

OE Cancel |

P 6-5: Feature Names / Key Selection Screen, \i%"" MOD RES
W NRERLIR:

1. ¥FEE O (Feature Screen, [§ 6-1) ', “Bik$t Names #7441 ;
2. 1 Amino Acid £ IG5

6-7



April 27, 2001
Version 2.1
Task Order Number CSC-01-11

3. Y Al Rk, IR R AR (K 6-2) , MHIERRIERE—ASAFK,
4. V0l OK 4241, #fig ik FIFPIZIFFMEE I (Feature Screen, [ 6-4)

i MOD_RES F1f5 &

1. “® %+ Add the following MOD_RES to the Other Information field 25—/ MHEF ]
P ks

2. B MFIRPIERIEAREE (B 6-6) ;

3. B sy OK %4 (18 6-5)

Patent-In 3.1: Feature Hames f Keysz I

Aminobhcoids:
IHDD_RES

LIPID

ACT_SITE
EINDING
CA_BIND
CAREOHYD

CHATIN
COMFLICT

=i
NS

Add the following MOD REE to the Other Information field:

!

!

H 1
ACETYLATION
AMTIDATION
ELOCEED
FORPMYLATION
GAMMA-CAPEOXTGLUTAMIC ACTD HYDROXYLATION
HETHYLATION

PHOSPHORYLATION

PYREOLIDONE CAREOXYLIC ACID

SULFATATION

& 6-6: First MOD_RES Pull Down List

4. VB %% Add the following MOD_RES to the Other Information field 55 —MEH KR

5. MFIRHFIEPEEMIGEE (K 6-7) ;
6. B Ei5 OK %4l (K 6-5) .

6-8
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Patentin 3.1: Feature Hames 7 Keys I
Aminohcids:
IHDD_RES

CONFLICT j

Add the following MOD_RES to the Other Information field:

I (none) j
Add the following MOD_RES to the Other Information field:
[irone] =

had Z-Amincadipic acid —
hiad 3-Aminoadipic acid

bila beta-Alanine, beta-Aminopropionic acid

Abhu Z-Aminobutyric acid o

4ibhn 4-Aminckbutyric acid, piperidinic acid
Aep E-Aminocaproic acid
Ahe Z-Amincheptanoic acid

K 6-7: Second MOD_RES Pull Down List
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B
SCHREHE

7.1 SCERRAELE O

ANTFCERKALFLE (Publication Type Screen, [ 7-1) #2474 A\ SCHk{E ELT 4 40815
AP, BdgPE. TAIFIE . 7E Application Steps 3¢ F HH L FESCRREHE  (Publication
Data) A,

s MNew Mame.prj - Patentln 3.1 M= Ed
Project  Edit Yiew = igaio-a Help
O = - | 4 | Project Data n
Frior Application [nfarmation
Sequence Mame: Applicant Data » Seiuence Tiie: DMA
Define Cuztom Codaong
Clear | Eeature Data
Arhficial BequenceddmlmomEammett
Publication D1ata Jourmal
D atab
Generate Sequence Lizting Eaateantase
Crganizm: IDEbE ; = Standard... Cusztom... |
Copy to Dizk Thesiz
Sean:h I:Dr: | 55555555555555555555' ;I
Add
Impart |
Delete |
Restore | LI
Curzor Position: 21 String Length: 20 Line Murnber; 1
Reorder |
W alidate | Save Project Help | Reload Saved Project |
o

& 7-1: Publication Type Screen
MR CHRIR Y .

1. {EHERER (Application Steps) [ NH3girh, Y8 fiii3CEREIE (Publication
Data) ;

7-2
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7.2 ZRREICEME R

HTISCEME B & 0 (Journals Publication Information Screen, 7-2) w1, H el DA
O R IR S 4L R HRE R SR

Patentln 3.1: Journals - Demo 5equence I

Sequence Type:  DHA Sequence Sting Lenath: 20
—Journal Publications

Databaze Mame ¢ dcceszion Mumber: || Databaze Entry Date: |- -
Clear | Author(z]: I

Publication Title: I

Jaournal: I j

Yolume: I | zzLE: I

Publication D ate: I - FPage Ranges: I

Relevant Residues From: I To: I

Journal List: [tem|Fublication Title | Accession Mo. From To

[naert

Replace

il

Delete

ToDatabases-» |

Walidate | Save Project | Q. I Cancel Help

& 7-2: Journals Publication Information Screen
WABATISCRE B -
1. MHIEREF3E (Application Steps) , YBILF:SCEREHE (Publication Data) , “BF ik
FHHAF] (Journal) £,
@i NBAEEELFR/ZE S (Database Name / Accession Number) ;
@ AKAZIEER HE (Database Entry Date) ;
@I AVEEZ (Author(s)) ;
@i NICERME (Publication Title) ; .
MR REERFIE T, Bk TIE (Journa) , WHEHIERHEA, BT,

AN

7-3
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7. @HIANGEE (Volume) ;
8. @ NIAEL (Issue) ;
9. @i NHRHE] (Publication Date) ;

10.
11.
12.
13.
14.

15.
16.

17.
18.
19.

@i A\ JUISTEE (Page Ranges) ;

i AN FRIEE T (Relevant Residues From) 1 (To) 47 ;
B it Clear #5BR bt e H O HHTISCER  (Journal Publications) 43 [ N 2% ;
E¥IFIFIZR (Journal List) AN —"45H, YO Al A\ Insert;

T HTIBIZ (Journal List) th—ANEH, Wrpe, 760 Lus, RF A
Replace;

MEEEATIFIZR (Journal List) —/N&H, &5 i BDelete R AT

‘Y ity Validate, ARG EAERN. SN G RIERTIEIRE 2N JifE
HATISCHR (Journal Publications) 4 #A% H{E BIFARIEN, HEE WA

Y% fiii Save Project, fRAFM5 .

By OK B, HiIA I s

Y8t To Databases> %4, ZE&:4 N T HITSCHER BIEEEIE (Publiation Data,
Database) ;

7-4
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- E N YS!

TBIREEME R & ] (Databases Publication Information Screen, X 7-3) Hi#i A\ &2
A SR L R G R E s A

Patentln 3.1: Databaszes - Demo Sequence I
Sequence Tope: DA Seguence Sting Length: 20
Databazes
Databaze Mame # Accession Mumber: || D atabasze Entry D ate: | o
Relevant Rezidues From: I Tor I
Clear |
: [term| Accession Mo. Frorm To
Databasze List:

|nzert

Feplace

Delete

<--TaJaurnals

Tao Patents--»

Bl rli

Walidate | Save Project | K I Cancel Help

] 7-3: Databases Publication Information Screen

WABEAEESCRE B -

1. M Application Steps > f.HH, B IEF¢ Publications Data, 51£+“D Database;

2. @ ANBEEELM/ LS (Database Name / Accession Number) ;

3. @M ASIEETRECHE (Database Entry Date) ;

4, @y NN R ILLE)F T (Relevant Residues From) 1E (To) [KIf7 &

5. “Brith Clear § %% 1+ Databases 73 [ N %%

6. {FEIEES|FR (Database List) i ANScH, Bl Insert {441

7. BHBIEESR (Database List) 4 H, &2 6m4H, A5 H iz sus,

Y8 it Replace;

7-5
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8. MEREIEFEF IR (Database List) "4 H, &', AR50 rdi Delete;

9. YBrlili Validate, FHIAMIARIGEE. A GEAD BRI 2. W SRk
GARA T IE BIPEARSE, AR,

10. YO it Save Project, {Rf715 .

11. B OK, #HHAJFRHE H;

12. B i€ To Journals, iZ[0] Publication Data, Journal % 11;

13. “B ritli To Patents—>, 4k%:%i%H T —4% Publication Data, Patent {5 5;

74 THEORER

TEEFSCERE B % D (Patents Publication Information Screen, & 7-4) g N\ Tk %1
SCHRF LM FE ) LR SCHR

Patentin 3.1: Patentz - Demo Sequence
Sequence Type:  DHA Sequence String Length; 20

—Patents
D atabaze Mame / Acceszion Mumber: ||

Clear |

Databasze Entry Date:

Document Mumnber: I

Filing Drate:

Publication Date;
Title: |

Relevant Fesiduss From: | To: |

Patent Lizt: | tern| Document Mo. Accession MNo. Frorm To
|mzert
Feplace

Delete

¢--To D atabaze

il Bl

To Thesesz-»

W alidate | Save Project | k. I Cancel Help

K] 7-4: Patents Publication Information Screen
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MANERICRER

A S RO Ao A

—_ =
—_ O

—_
w N

14.
15.
16.
17.

7E Application Steps .1, “BiLtF Publications Data, [ BiL+E Patent;
E i NBIEEL R/ BIC S (Database Name / Accession Number) ;

@M ABIRES R ECHE (Database Entry Date) ;

@i A CERIYZES (Document Number) ;

@i ASCHFERSH B (Filing Date) ;

@i A\ RFK H# (Publication Date) ;

i AP (Title) ;

@i NAH N R IEAE R A 72 (Relevant Residues From) 1E (To) /& ;
B it Clear, J5BRE I Patents 357 1 N 2% ;

“B 5 Insert, 7EEF|FIR (Patent List) "4fi A —23CHk;

. AEEFFIZR (Patent List) HEHEH, LM AAH, A& H Rk, Oilig

Replace;
MEMFIZR (Patent List) MHERIEH, EHZMERINZH, I mdi D Delete;

. YORili Validate, FRUARGE . SN GEAD BRI 206 I SOk

A o A5 BRI, WA
B st Save Project, 1TRAF15 &
Bt OK, WA CHIE 1
Y8 € To Databases, iZ[7]Hj— Publication Data, Database % ;
“B i To Theses>, ZkZL4w4H ~—4% Publication Data, Thesis {i5 5 .
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75  WIXOHEMER

WICCHERE T (Theses Publications Information Screen, X 7-5) , i A\ O KR Fr
LA HE R 18 S SR

Patentin 3.1: Theses - Demo 5equence Ed
Sequence Mame: DA Sequence Sting Lenagth: 20
— Theses
[Databaze Mame ¢ Accesszion Mumber: || [ratabaze Entry D ate; I S
Authar(z]: I
Clear | Title: I
Publication Drate; I—'—'— Fage A anges: I
Relevant Residues From: I T I
Thesis List: [tern| Title Accession Mo, Fram To

|nzert

Feplace

Delete

<--Tao Patents

g

Y alidate | S5 ave Project | k. I Cancel Help

] 7-5: Theses Publications Information Screen

BN IO B -

7E Application Steps S #.771, YBi%Ff Publications Data, B i%Ff Thesis;
i AR EL IR ZEICS (Database Name / Accession Number) ;

S ARABIEER HE (Database Entry Date) ;

@i ANME#E % (Author Name)

@A (Title) ;

@i AN RFK HE (Publication Date) ;

@i A\ JUISTEE (Page Ranges) ;

i NAH N IR FEAE P51 #E (Relevant Residues From) 1E (To) 1

e AT o
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9. YBAiidi Clear, iHBERT 1 Theses i85 A 2

10.
1.

12.
13.

14.
15.
16.

YB A Insert, fEIR3CHIFE (Thesis List) F 46 A—5A05

BB CHFE (Thesis List) 1 —P4&H, g3 *éf?ﬁ%ﬁﬁ% H, fE%H O Lumigek, ‘B

ifi Replace;

IMERBSCENZE (Thesis List) N H, Eh 24 H, 7 st Delete;

B Validate, fAEIAMGEE. CHIA GAEAD BIRPEIES 2N TS0k
S b AR SR, WA

“B il Save Project, {4715 &

B OK, BRI

“B 5 €To Patents, 1X[F]Hj—> Publication Data, Patent % [1.
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L YAN: i
ARSI FFIFIR I

8.1  FFFIFIRIM:

FFHIF)FE (sequence listing) CAFEAE ST.25 MG . PatentIn3.x F=4E M FHFIER, ZF AT
S ZWRIG I E4"ST 25.txt" s IXAS ST25 b SCHEAUTSSAL T IR —H & T

8.2  ENFFFIRIM

AR D (Sequence Generation Screen, X 8-1) , R BEAENAIZ, mTLlk
PN A TR

Sequence Generation - Yalidating Project Data I

Sequences Analyzed: 1]

Yalidation emors:

[V Pause after each erar message

™ Wiew listing or erar log when done Start | Cancel | Help |

] 8-1: Sequence Generation Screen

AR PE B R -

1. YBitFt: Application Steps 5. (& 4-1) H [ Generate Sequence Listing, {7t
PatentIn T JH4911%+¢ Gen 1Ll ;

2. WRAEE YA AR A 23R, VB 7 “Pause after each error message” 5514117
HEFT 2] 5

3. WRAEA LG HEARFVBIR G 0K, YO 17E “View listing or error log when
done” SFUMITTHEFT A) . A ROIFEES KIS, FIR ALK A3ER;

4. Bl Start, BT,

8-2
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Sequence Generation - Yahdating Sequences I

Sequences Analyzed: 0

Project Data Screen: Title OF Invention: Cannot be blank.

Yalidation ermors:

¥ Pause after each emor message

Cancel | Help |

[ “Wiew listing or erar log when done

& 8-2: Second Sequence Generation Screen
5. Y% s Continue 48Z:f1IA (& 8-2) ;
6. O s Cancel BN

7. WHRERET “Pause after each error message” Jf /1 HHAHE B 27N, W& B (S
B IR A
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8.3  EBFIIFIRIMF

BETFHIFRIA:

1. IR IR IFE R T “View listing or error log when done” , J351 51382 H 3l
Bor. W ARERE “View listing or error log when done” , 1] LLiEFE Project S H.H1[1)
View Sequence Listing K A5 ¥ 514513 ;

File Edt Search Help

Application Project :l

¢120: Title : Demo Title

<130 AppFileReference : Demo REeference Humber
<140 CurrentippHumber

<141 CurrentFilingDate - -

Earlier Applications

<150 PriorippHumber : US 07.-789,124
<151 PriorFilingDate : 2000-04-10

Sequence

¢213: QOrganismHame : Demo Organism

<400 PreSequenceString

A84382838483 448438323838 2435235235 ASAJSAJSAA AASAISAISA SAISAISAIS —
aa4aa84848483 AasSsSsssssss abcabdssss sssssssss= sssssssss= ssssssssss 1

<212 Twpe : DHA

<211 Length : 120
Sequencelamne : Demo Sequence
Sequencelescription

-

4| | =
K] 8-1: View Results Window

O sy s rimses. USPTO J8)—ERAE R TA63 A SCA AR,
Hzz2 48 5 60 RNA R R A www.fileviewer.com <http:/www fileviewer.com> |
e FEFFAFRN"V", FASJ 2000 SR-1. PTO ] 60MB I 120MB K347 1
W, SR CAEERET, NI AT LA RO/ NSO, PTO AR BRI, Win98
BN RATIR) CRem ] Ref EE B O ) o« SR LR S bRl IF AR e A Al
iz i, Fod R A A L e ) — AN 1

8-4
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8.4  HIUFIIFIREIRA

¥ BHEALE O (Copy to Disk Screen, 5] 8-1) 1, I aILIFRE#HE VST FTAE X Bh 2%
[I2amr, # DUE ISR FRFIE AL,

Save As H I
Save jn: I {4 Patentin 3.1 = ﬁl

_1hilp rerame. prj

expltest prj
M ew Mame. prj

File name: Idemu:u4.pri Save

Save as type: IF'atentIn Project Files [*.pril j Cancel |

/] 8-1: Copy to Disk Screen
I EE
1. 1£ Application Steps . (J& 4-1) ", vB ik Copy to Disk %L Ji;
2. fE Savein %1, & WAWBIEEH (B 8-1) 5
3. 7E File name £=9, @& i A4,
4. ff Savein £=H, VB IEFSUAR Cixt) 8iE4E C(zip) R,
5. “Briidi Save to AT LRAT

URARAEHE T xt 2R, Patentln KA 20 A7 W (K] T EL 22 (IR DR AF P A BRI 5
(Fig, SCPRREREE DU FRE A S AN, PatentIn ¥ @I LURSiR X Czip) TRAF

Doy (RS Czip) Rk, JFEES AT BT UL
Wy mw W T IR, T B A R T P UL
Wy 5 CD A 1e CD HAT NN T, BAEs, 40 CD Yk

ALK ENE: CUnF 30O, e AT S SR ) i %o WERTE ) CD BeATIXFEIN JK 5)
s SCPRRARIBCT LA BRI sh e b, 2RO S5 248K Ja gy g 44 .ST25 txt.

8-5
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5% A
RGBT

ARIPO African Regional Industrial Property Organization (AEYNEITR AL LR

ASCII American Standard Code for Information Interchange (3¢ [E {5 EAZ#ArHERD)

CDS CoDing Sequence (4ah/F%1))

CSC Computer Sciences Corporation (I HHIEZA ]

DLL Dynamic Link Library (B8 SC4)

DNA Deoxyriboneucleic Acid (S BEILIR )

EPO European Patent Office (EPO) (XL H]JE)

FQT Functional Qualification Test / Functional Quality Testing (I & FT=MlIPF)

GPI Glycosyl-phosphatidylinositol CHHRERNREEALEE

LTR Long Terminal Repeat (KK B [741))

MB Megabytes (JEFT1)

MHz Megahertz CJE/#)

PC Personal Computer (/> A Hi /i)

PCR Primary Coding Region (—ZZwfij[X)

PTO Patent and Trademark Office (& F]5 FibreE 2L )

RNA Riboneucleic Acid (PR

scRNA small cytoplasmic RNA (J{g% /N RNA)

STS Sequence Tagged Site (JFHEMARZE)

T™MO02 Task Management Plan (TF&IMT45 5 BERE T

URL Universal Resource Locator (48— as)

USPTO United States Patent and Trademark Office (3E[ELRIFEAR )

UTR Untranslated Region or Untranscribed Region (HEHHPBEX BLARF, % [X )

WIPO World Intellectual Property Organization (TH:Z&0UR 421

WPI Web Patentln ([%%% PatentIn)

WWW World Wide Web (J7 4K )

1-2
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N B-1 05 T T AR G S A4 (R e B s, AN AR R IRET, A

JEFIFEET

R B-1: A, BER, KPHMRE

FERRIRTE RS PatentIn Kodfs 70 4 Js 4G Sdls SCAERI R S I SCA T

EARRRF ST R FERA
AT BE N- AR
H

N/A 454475 8 AN
<110> HiF A\ E44 1200 AN
<120> K44 FR 240 AN
<130> File Reference 60 AN
<140> Current Application Number 23 AN
<141> Current Filing Date 8 N
<150> Earlier Application Number 23 AN
<151> Earlier Filing Date 8 N

N/A Sequence File Name 8 AN
<160> Number of Sequences 5 N
<170> Software 60 AN
<210> Information for SEQ ID No. 5 N
<211> Length 6 N
<212> Type 3 A
<213> Organism 60 AN
<220> Feature 0 B
<221> Name/key 20 AN
<222> Location 12 N
<223> Other Information 260 AN
<300> Publication Information 0 B
<301> Authors 120 AN
<302> Title (of Publication) 120 AN

E-2
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R O-HfR! A EXCH. - BRER, BERF, KPMRE O

ERREF YN EKE KR
AR TR N- AR
B
<303> Journal (name) 40 AN
<304> Volume 5 AN
<305> Issue 5 AN
<306> Pages 20 AN
<307> Date 30 AN
<308> Database Accession Number 45 AN
<309> Database Entry Date 8 N
<310> Document Number 18 AN
<311> Filing Date 8 N
<312> Publication Date 8 N
<313> Relevant Residues 20 N
<400> Sequence Description 100,000 AN

B-3
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B3R C
E KA

* C-1 R EHUESEAEE O (Project Data Screen , 5] 4-2) "1(f] Current Application
Number ¥ FI4E 56 BiEf5 B % 0 (Prior Application Information Screen, & 4-3) H[1
Prior Application Number 1= 1 H 211 [E A (1) 5845113

xR C-1: [HFAUY

R HEx
AF e L
OA FEPHATH = BLALN
AP AR b~ AR
AL By 7R B2 JE WF.
DZ BeT 7R S A
AO E7 S EDA
Al 7 A
AG 2N AN EATIE
AR BT 2
AU PRAA A
AT B
BS EREY
BH LK
BD FIIETAES
BB 2
BE EEA I
BZ {[ER IR
BX NS ANV ES) PR AV A R a7 WG

E-2
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£ C-1: EFMAME (4:R)

vz ES P

BJ Dl
BM [EE-FN 25
BT At

BO BRI HETY
BW LS/ TR
BR (WAt

VG o JE AE R U Y
BN SORIL B
BG PR INAE
BF LR
BU it

BI A e
CM I 22
CA JIEPN

Ccv RSt
KY 285
CF R
TD =c

CL AR

CN Hh [

CcO AHE LI
KM FEES
CG RIS

CR BHITAE N
CI AR FL
CuU e

CY FET T

C-3
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£ C-1: EFMAME (4:R)

vz ES P

CS T AR

KH A FE R IR
KP LN M e L
YD W R IR
DK P

DJ AT

DM ZKJem

DO EZ SEYIEY
EC JuJRZ IR

EG B

SV [NIEZ

GQ IR JLAE

ET BFEAR L.

EP Wi L A1 =

FK A5 A B (K IR ARG )

FJ %5“ ]

FI 75

FR #H

GA pIIEES

GM X LE A

DD ENEEE1ES

DE I 7 ]

GH hngh

GI HAT 2 e

GR A 1

GD KRN IR

GT JER:IRTE DA

C-3
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£ C-1: EFMAME (4:R)

vz ES P
GN JLME
GW JLI I L4
GY FEWHB
HT T
VA N
HN VR L0
HK ks
HU B4 2F
IS 5
IN El g
ID glje
IR B
1Q P LA
IE RIRE
IL LLEg
IT RO
M ZESI
JP BN
JO AN
KE H)e
KI HE L U
KW RhEY
LA 24 [
LB Al
LS KRAE
LR I L LY
LY FI LT

C-3
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£ C-1: EFMAME (4:R)

vz ES P

LI NS
LU PRGN
MG L iy n i
MW R o

MY LhoRA Iy
MV L IRARK
ML L

MT 4 H Aty

MR EAIEE
MU SELipg

MX SsPHEf

MC JEQEF

MN e

MS SRFIERIRT By
MA JEEIKEF, RIS AF
MZ Lkl
NR Fie

NP JEWIK

NL fuf =%

AN o JeB 2 MBI B
NZ Bt =

NI JEYIIEDAIN
NE Je HR

NG Je HA
NO 7199

OM ] i

PK (LI

C-3
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£ C-1: EFMAME (4:R)

vz ES P

PA L

PG A M8 LA I
PY (WA=

PE A

PH R LA
PL =

PT 4 F

QA REEK

KR A I EE|
RO ZHJe

RW FIHEIA

KN SEFEIRANJE Yt
SH RN
LC Bl A
VC SESCARRF RIS ARG T 1
WS 17 PENV A &)
SM X1 ik

ST X% R R E
SA VST EDA(E!

SN FEN K

SC FEEHIR

SL FERIM B

SG Hrhnig

SB IEANE

SO KO

ZA B[S

SU iNiIS

C-3
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£ C-1: EFMAME (4:R)

vz ES P

ES [litp2in

LK R

SD pivas

SR iR

SZ 11 e

SE By i

CH B+

SY AR AL AT ]
™ EpC

TH Z=

TG Z &

TO i

TT FEALJEIA RN £ R
TN KR Je

TR T HI

vV B B

UG L N

AE Mg E) R N E|
GB (RANHF R
TZ EEIENA S S e S|
us FFI 2K
Uy e DA

VU FLZS R ]

VE ZE N Hinhr

VN (2]

WO LR IRV 6 T A
YE 1]

C-3
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£ C-1: EFMAME (4:R)

ez Ex
YU EEEUEUSN
ZR FLEHR
M BELL
ZW AT

C-3
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3% D
IR = B B R A B B = T R IR AT 5 5 N

X D-1 $4E TAEFH U B3R B PRT/1 4 ds, %\ PRT/3 B ds A6 45 PRT/1 B4 s

I LS AT IR o AR50 W A A Jl PP 91 30T H SCAFIN T AT (9 . CDS RF Ak 1Y)
(IR S P R IR A 540, IR S B = IR =5 St

& D-1: RR=BRREHN AR = BRERAT IR

PRT/1 PRT/3 X N AR
A Ala gcu, gee, gea, geg, get
R Arg cgu, cge, cga, cgg, cgt, aga, agg
N Asn aau, aac, aat
D Asp gau, gac, gat
B Asx
C Cys ugu, ugc, tgt, tgc
Q Gln caa, cag
E Glu gaa, gag
Z Glx
G Gly ggu, ggc, gga, ggg, gt
H His cau, cac, cat
I Ile auu, auc, aua, att, atc, ata
L Leu uua, uug, cuu, cuc, cua, cug, tta,
ttg, ctt, ctc, cta, ctg
K Lys aaa, aag
M Met aug, atg
F Phe uuu, ucc, ttt, ttc
P Pro ccu, ccc, cca, ccg, cct
S Ser ucu, ucc, uca, ucg, tct, tce, tca,
tcg, agu, agc, agt
T Thr acu, acc, aca, acg, act

E-2
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® D-1: BR=BAFHEM A= HEERRT SHNER (&)

PRT/1 PRT/3 X N AL TR
W Trp ugg, tgg
Y Tyr uau, uac, tat, tac
v Val guu, guc, gua, gug, gtt, gtc, gta,
gtg
X Xaa any set containing “n”
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B3k E
A ks

K E-1 G B IT ) $4E TS5 5 DNA 8L RNA 7E 731288 (Sequence
Type) 78 HE&FR (Names) H4LIN, FEFHEA I LR AZERR (Nucleotide) ¥4
FHIE512 . YO TR (Nucleotide) 75 HEJIH N & 3k JE A% 1R 4126 H BUAE pE 5]
xrpo B IESIR P PIRE S, PAIRHE A PR ILAE Feature Name / Key £ 7

(<221>)
R E-1: BRFFIRHME

R A TiEA

allele SRR IR o S IR B TR (e A B B A T 5 A SR A AR e
P E IR,

attenuator . (1) DNA _FRYERZOEIATIX L, e T2l s E gl
THRIE, () T Rs TR T  as M SRR 2 8], 58U sk i
WAL .

C_region GRG0 X T- A2k o By BE, JXEEF 51

R mRZ AT

CAAT signal

CAAT ;07 T FAX AW e sk BB 4R 5511 75bp B B ORSF P41, ]
eZ 545 RNA RGM; AP 518 GG(C 8L T)YCAATCT

CDS i A, HEARPEIERTY FIZIRINTS] (FEL L%
T s PIHIE PSSR T A BB “MEE” IR IEIR

conflict LER] 7 f X, AR A7 SR 52 I 2145 BT AN ]

D-loop D-If; Zkifk DNA N I—BCHEE, 1551 RNA P22 fext, &k
HIX— X I JFARRC T DNA &%; 1 H T 7E RecA 5 H i HEAUT)
RN HT, AR SRR U DNA 11— 245 (1 X 35,

D-segment SRR A 2 AR X, P A T-40 0 S2 4411 B 6%

enhancer M. WES-PER P, et T e s AR s FIfEH, I
REEAT— 7 M) H)RsFH R TATAr AL CEFe NI #EH

exon ANE T o ZafS BT mRNA 4 FIFE R4 X, o] LS S'UTR. T
4 CDS f1 3'UTR

GC_signal GC . LS AR S EI RIS S GC e, LLE

8 DLBATA A7 (e A F5=GGGCGG

E-2
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K E-1: KBRTFFIRE (8

R L

gene HAAEY) 2 B SN XS I gde e 4 0

iDNA DNA T4 F1e JURP A5 2 1 R AR AT — R RETHER ) DNA 351

intron N T o Bk DNA X B AHGE B0 TR 751 (A
T, BT B SAS A ERER 1K 7271

J_segment T RRE PR BERN S, T-2 4K o BAT y BEMIIERE X B

LTR KA EEPA . P8 AR R NP, s ag AR g

mat_peptide JIEA IR 1 R B 751 B A ) e £ (A R B 11

PGS RS AORRZEEM T (AN CDS ANED

misc_binding

ANREH e 45458 (primer bind BY, protein_bind) i (55—
AN BRET3 FE BAR AN 455 BA% R T R R

misc_difference

FAERPFI SRR AR 46 HA B AN, AN RE e 22 7 S B i)
(conflict, unsure, old sequence, mutation, variation, allele 5%
modified base) ik

misc_feature

AREHIILE R AL A 2R R H AT A W22 R SR X B (1 s AT Ry
ik

misc_recomb

Tk H e B2 SR (GDNA F virion)  BYOKJE SCEE R [ AR & T
(/insertion_seq , /transposon, /proviral) fiR[1], HA Wi FI =8
TEFE ST ISR E DNA AR — MR . A7 RURE e P B i A i

misc_ RNA

ANBEH HAD RNA JC8#9] (prim_transcript, precursor RNA,
mRNA, S'clip, 3'clip, 5'UTR, 3'UTR, exon, CDS, sig peptide,
transit_peptide, mat peptide, intron, polyA site, rRNA, tRNA,

scRNA Fll snRNA) & L IFATA 5 A8 RNA 74

misc_signal

ANBEH At Signal <81 (promoter, CAAT signal, 10 signal,
RBS, TATA signal, -35 signal, GC signal, polyA signal,
enhancer, attenuator, terminator F rep origin) i /K]S 45 ¥4 il mlk
AR FER D) R B TA S 5 (1 X 3,

misc_structure

ANBEF LAt Structure <81 (stem loop A1 D-loop) ik AL — 2K
RS ey A WAE S

modified base

PRI RSB TR, IR (£ mod_base
PR RET D BTHUR
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K E-1: KBRTFFIRE (8

A i

mRNA {51 RNA; 3 59ERPEX (5'UTR) , 4wfigX (CDS, 4h&
), 3'ERHEEX ( 3'UTRD

mutation S, HEGRTE AN, SR BRI DNA 5 R R AR SEAR . n] L i Ar
1k,

N_region T HE) S BR A 1 X B )48 N IR B MZ 1R

old sequence

FALEAL, PrEGER IS T LTS

polyA_signal

polyA 155 . WYIZIREETIN RNA B A, R E KSR EIRIGT
frri; A PHI=AATAAA

polyA_site

polyA A7 5o RNA Hesf AR ERESRJ A A SR BR T IRAL N L IR Sk Ak
AL AT

precursor RNA

ATAAS AT RNA P24, alEEE S'BI)IX. (S'clip) » SAERHIEX
(5'UTR) , Zwt5X (CDS) , AT (NETD , 3IERHEX
(3'UTR) F1 3'BY]IX (3'clip)

prim_transcript

W1 (el AL HsA; B4 5 85Y)IX. (5'clip) |, 5 'EHH
PEX (5'UTR) ZwfgX (CDS, #Mu 1) , #HAFY (NET) ,
39ERHPEIX. (3'UTR) 1 3'BYY)IX (B'clip)

primer_bind

SiilEhn, FersGE R AR 5 I Es G A0, B ds A el
PCR 5 IR K

promoter

A5« RNA REHIN 4S5 LR Sh 1) DNA {7 53

protein_bind

B8 B PSR ARSI 5 A AL

RBS ARG S AT
repeat_region B A A [ DR 2 DX J
repeat_unit P—a Y o

rep_origin SR T AR WIS BN R HE DL A AG A o

rRNA IEAIAZHEAR RNA; B LRSI i A R R B AR (R R
&) I RNA iy

S_region G ERE A BRI RX; 2 5 DNA FEHE, S3CkA B4

AN [FIRRS IR S i bR B 2R A
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K E-1: KBRTFFIRE (8

A i

satellite FEARFEG AR Z RN, MEAHCH R EE .. K2 5RNK
ZH ISR A R Le | S L e P OS], A A eIl LS 34k () S
K141 DNA 43 897k

scRNA NI RNA; ek, CAED) FEAZ4IZ Y, /N RNA
i

sig_peptide HT KA, AR N — Sl X, e EE R AR A Ik S
M4s4r B8

snRNA NEEZE RNA; AR{T#% /M MP) RNA; 28 snRNA 2 5 803 a e
RNA i Tt Fe

source AR s ok ia S B AIH G ), BRI B/ 0 — AN
TP Y HRIE B A ;RSP H AT RV — A BA_E SRR St 1]

stem_loop KRR, HBE RNA B DNA FIAEAE (seim)) B ANTA 2 18] I E AT
SO T S (R AR [X 3

STS P FRRICAT s FERIZH_EAE A S b JFReiE L PCR AR R . 48

UIDNA [F51); N5 — 51 STS [ RI T 1 H 25 A 21 X 4l g Pl 3%

TATA signal

TATA &; Goldberg-Hogness f&i; HAZAEY) RNA A1 11 547
LA 12T 25bp AL PRSI E & AT B-CRIE, WS SMrEfr
PAUE iR Ees; TP H=TATA (ASKT) A (AELT)

terminator LT DNA EAL TR AR AR el 5 8 8)) 1 X AL P41, 1%
JPAIRFE RNA G k20l Wl e AR A4S G008

transit_peptide HAzRgmt e 81)s 2 dm g )40 s B B B N S i s il Z
=it izpavestEilnbals

tRNA A RNA, 2 5T PR B SRR P41/ RNA 731

(75—85 MHAEA)

unsure VEFASREA 0 L DX S5 HERf 741

V_region PR AR B B RE DL T 281« B Ay BER AT ARIX
Yuhd n AR R 5 /s B V__segment, D _segment, N region
1T segment ZH i

V_segment o) BRER IR BRI AR DA S T AN 24K o, B AT y SR T AR DX s Gt

REZHA]AZIX. (v_region) FIETFIKIIE G LA IER
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K E-1: KBRTFFIRE (8

IR i

variation A5 FRGRZANEYMGA R —JE R A 48 (ilan
RFLP, ZA&MESE) , fER (Bdle) 7545 BoR i e A H

3'clip BN FE )T (13 s AT A4 30 g [X 4

3'UTR ANFIPE R 11 U A S AR 1) 3 'R g X 3, (2 B350 1 2 )

S'clip IR TR DI B3 SRANHTARIT) 5 Tt X 35k

S'UTR ARV R BT B AR B R i X 3, GELGR %5 S ¥ 2 1D

-10_signal Pribnow #%; 4l L % FRAVC S _ETIFZ) 10bp AL AR SFIX I, Tl RES
H4i4 RNA BAH; AP 5I=TATAAT

-35_signal Yl s PR RS A _BUIRZY 35bp AR ERSE /N, JEE RS

=TTGACa[]5% TGTTGACA[]
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% F
RIER T HFE

K F-1 GEPREEUFINT) $24t T2k E: PRT 4 4 F5)28E! (Sequence Type) , I8
% F% (Names) %}, Features Screen' i/~ &L (AminoAcids) 7 5F L1151
o BRI THERS IR N RE LS, IR RIS % . VO R B R R

FHIESS, P ARRIE 2 PR IAERFAE 2 FR /<8817 (Feature Name / Key) 27,

R F-1: REBFIRFLE

Rt A] P

ACT SITE W R PRI S DR R

BINDING T BE A i, 4, &) IS ARG JE P00 e f R A
HATHER

CA_BIND G2k DX e

CARBOHYD PERALAT 555 BROKAH CEANITE) IPERAE IR A

CHAIN JSCAER TR 22 IR () Y

CONFLICT AR TRV SCHRIE (17 51U AN ]

DISULFID "Itk FROM Al TO 43 il s it — ANk ) i S FL 1 A
BRAE; W3 FROM M1 TO AHIEI), W BER —midl, CHRIIPE
AR B4

DNA_BIND DNA 454 X #iu

DOMAIN oA A G ) IR ] R IR AR R IR A 45

HELIX TN MR, BN o SBRE, 3 WRTE, BR Pi-igiE

INIT_MET Fe A LA UG 2 1 F R 2 R T2k

LIPID a5 0 BUs gy

MAT_PEPTIDE JSCRAIR RS (1) R el 24 R KBS 1 =)

METAL SR T A A WIRFE B ) 1

MISC_FEATURE | R e R IR S E A H IR (147 2B P SR X B B AT 11
IR

MOD RES BRI AR S A

MUTAGEN A SRR A E SR A

E-2
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R F-1: EEBRTFIRME (8

R i

NON_CONS LRI LR YR IPIANRIEAZIELL, B2 AL
AR5k

NON_TER FPHIAR S AR IEA R 2 EAR I RWRALE 1, TR & AR
TERES TN R WARERG— MU E, KRR EA I A
IR C-ARutys OB TR B Rl A

NP_BIND BHRRES & XA R IR AE R A B 25

PEPTIDE 7 AR IR I )

PROPEP HUTA Y

REPEAT P 7 4 1)

SIGNAL R FEE NG i)

SIMILAR 55 —® AT IG5 4N T I RS i 0 R AE A
FE5

SITE JP A S OGER 55

STRAND EREERE; N B -BEAT AR B -BEE B IN B M ik I

THIOETH TilESE; FROM F TO &7 ik find A S22 10 P AN e 2

THIOLEST IR RERESE; FROM FH TO 27718 ik fm 15 S 122 422 () ) /i 2

TRANSIT IEEEIRINE L CHeRifg, SR aliidizO

TRANSMEM PE LR [

TURN TREEMINE AR, W H AR (3B, 4 el 5 i
)

UNSURE FEHI AT AL $a 7 F0 AN DX I E A E 5 AN o 181 7

VARIANT VEE IBEAEAE T HIIAL A

VARSPLIC TR R RENE By A 1) PP 912 A

ZN_FING BEFR D IS Y
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% G
BRI R

Biisk G DL REBCE R 25 HY T 7R 8 3561448 PRT 1 4 B 52538 (Sequence Type) JEVBi
i A FRERE, HIAESRRE O SR e ik (MOD _RES) [W)FFIRHES
(Sequence Features) 3£, FE#5IFIRF FIFFEESG, MOD_RES H ILAERAE 2 FR/R
17~ (Feature Name / Key) 1(<221>), % —IkLi&E G-1 $1/¥) MOD_RES ZEHE {5 B3k
NI MOD_RES (Add the following MOD-RES to the Other Information field) , 5
LA G-2 () MOD_RES 72 B {5 B3+ 7% i1 MOD_RES (Add the following MOD-
RES to the Other Information field) . & nLUEFAEHEEE (Other Information) 1
NI MOD_RES f)—ANEKB™ (Add the following MOD-RES to the Other Information

fields) , JXLERHERE HH OUAEFL A B (<223>).

# G-1: MOD_RES FH#SE K B —BIRFIR

R Vi

(none) R CERA T

ACETYLATION N-ARui B XS LA

AMIDATION WAk, TR G PEITR C-im 2 LR

BLOCKED A 5E 1 N-BE C-Autydf 11 3E A

FORMYLATION N-A i &5 i 2z

GAMMA-CARBOXYGLUTAMIC RAWNG, RAZIR, Tz R a8 2 /L 1=

ACID HYDROXYLATION Ay,

METHYLATION AL, — ARAR M 2 R Bk, 2 R

PHOSPHORYLATION ZHIR, AR, MR, REAREHAR
R IRAL.

PROPEP HUBR IR

PYRROLIDONE CARBOXYLIC N- A it T i PN B2 N T (1 45 5 TR

ACID

REPEAT P 3 471 AT i

SULFATATION BHEA, RIS 2R

E-2
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#& G-2: MOD_RES JFFIRHERE —BIEFIR

fis

=P8

(none) 23K (B ETD Blank space (default option)
Aad 2-BA AN TR 2-Aminoadipic acid
bAad 3-FIENG TR 3-Aminoadipic acid
bAla B-NZEM®R, B-ZIENER | beta-Alanine, beta-Aminopropionic acid
Abu 2-BIAE TR 2-Aminobutyric acid
4Abu 4- B I TR, WRPERR 4-Aminobutyric acid, piperidinic acid
Acp 6-Z L R 6-Aminocaproic acid
Ahe 2-G L R 2-Aminoheptanoic acid
Aib 2-J AR TR 2-Aminoisobutyric acid
bAib 3-HJ AR TR 3-Aminoisobutyric acid
Apm -G IR PE R 2-Aminopimelic acid
Dbu 2, 4 "G TWR 2,4 Diaminobutyric acid
Des i %= Desmosine
Dpm 2, 2-THEIEPE R 2,2’-Diaminopimelic acid
Dpr 2, 3-TFHIENR 2,3-Diaminopropionic acid
EtGly N-FEH AR N-Ethylglycine
EtAsn N- I RE R N-Ethylasparagine
Hyl PRI R Hydroxylysine
aHyl ) - B R allo-Hydroxylysine
3Hyp 3-FR AL R 3-Hydroxyproline
4Hyp 4-F2FE Rl R 4-Hydroxyproline
Ide S 2 Isodesmosine
alle B - A R allo-Isoleucine
MeGly N-FFEHAE, NE® N-Methylglycine, sarcosine
Melle N- L F = A N-Methylisoleucine

E-2
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*G-2: (8%

(i & X
MeLys 6-N- F 41 2 12 6-N-Methyllysine
MeVal N- LA iR N-Methylvaline
Nva IEARZ R Norvaline
Nle F 2 g Norleucine
Orn 95 R Ornithine
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% H
B RE2R 5 ) B IRUFAE

YEFE PRT fE 4 F5I2KEL (Sequence Type) , JF AFFESIR HkH LIPID j5, I H-

1, LR T A S IR AU E . /B il P FIEHEERF IR (Sequence
Feature Pick List) "['[{|FF#4E (Sequence Feature) J&i, I Add the following LIPID
to the Other Information field £, $FfE ZFR/5CH# 7 (Feature Name / Key) 1 (<221>)
HHUESE. %+ Add the following LIPID to the Other Information field, %4 H B /e Fe
‘BEfg & (Other Information) £~ (<223>) ,

R H-1: HAEFERE IR

R4 1A Ui

(none) G (AR 1T

MYRISTATE T o PR A AR T N-AC st U R Bk
Fenl NI I TR FR I 45 A 1 B TR S 4

PALMITATE TH T P B 2 e U PR R S B L B e 5 22
TR IR RIS A IR R AL ]

FARNESYL AR RS S 2 P IR p R L 45 5 v e 36

GERANYL-GERANYL AR R o el R R I 4 A I A T -y
IH-J 3 (4]

GPI-ANCHOR 5 R A C - AR iR FE ) o -J2 R AHE b
FEENREEVLEE (GPI) JE[]

N-ACYL DIGLYCERIDE JFAZAE ) G R R I  N-R it e iR, H
A T e e 1z 1) PR PR AR T o P e e P A
I 5 13 P v




April 27, 2001
Version 2.1
Task Order Number CSC-01-11

f% 1
PR RS R VRO RE S



April 27, 2001
Version 2.1
Task Order Number CSC-01-11

B3R 1
FFH A RFRIRTS
X 11 BAELE P A UL RN PRT/1 830, 4\ PRT/3 Y0 4s A 4 PRT/1 R 5004 i

A DU R0 e R AR B 81 3 SO BT A 1 A A B 0l 08l S R PR 4 s 1
(PTR/3) ##aih<x1# ] PRT/1 A1 PRT/3 £ % .

R I-1: AR AR5

DNA RNA DNA/RNA Protein/1 Protein/3
a a a A Ala
g g g C Cys
c c c D Asp
t t E Glu

u u F Phe

r T T G Gly
y y y H His
m m m I Ile
k k k K Lys

S s s L Leu

w w w M Met

b b b N Asn
d d d P Pro

h h h Q Gln

v v v R Arg
n n n S Ser

T Thr

v Val

w Trp

Y Tyr

B Asx

V4 Glx

X Xaa

E-2
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BB 731 ) H A RFAE

=

% J-1 LRI 45 B T AR 201 DNA 58 RNA 15 4 75255 (Sequence Type)
Frp AR, HIAERAAE S b B I B AR8ZE (modified_base) J7FIRFIE 1) 514,
YO B dRE R SIR P I FYRHE S, modified_base HHL{ERHE 4 BR /S8 17

(Feature Name / Key) £:11(<221>), ZEHEFEBEFEIN modified_base £~ (Add the
following modified_base to the Other Information) HILZERFIESIIF . H 7 o] IE$EF R
PR, HEHIERERFE (Other Information) £2H1(<223>),

R J-1: S BREL 5 S R 1T

75 X
ac4c 4-2 B BT 4-acetylcytidine
chm5u 5- (FREFEFIL) JRE 5-(carboxyhydroxymethyl)uridine
cm 2'-O- I FL p 2'-O-methylcytidine
cmnmS5s2u 5-FR WL L 2-ifCJK | S-carboxymethylaminomethyl-2-thiouridine
r
cmnm5Su S5-3I FIE R 5-carboxymethylaminomethyluridine
d AR dihydrouridine
fm 2'-O-F FEAR PR T 2'-O-methylpseudouridine
gal q B, D-FLBE Q&4 beta, D-galactosylqueuosine
gm 2'-O-F 5L 4 2'-O-methylguanosine
I JilINE; inosine
i6a N6-5¢ s FE No6-isopentenyladenosine
mla 1-F PRt 1-methyladenosine
mlf 1- R PR 1-methylpseudouridine
mlg 1-FAE & 4F 1-methylguanosine
mll 1-FAEEALER I-methylinosine
m22g 212- HIFL Y 2,2-dimethylguanosine
m2a 2-FFE PR 2-methyladenosine
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R J-1: SEMHREFFIRBHRERL (5

(el & X

m2g 2-FAJE 9 FF 2-methylguanosine

m3c 3-SR 3-methylcytidine

m5c 5-HAE 5-methylcytidine

méa N6-HFE T N6-methyladenosine

m7g 7-H L 4 7-methylguanosine

mam>u S-F LR L PR 1 5-methylaminomethyluridine

mam5s2u 5-FAR L FE L 2-5 4% | 5-methoxyaminomethyl-2-thiouridine
PR

man q B, D-H#&H Q 1%t beta, D-mannosylqueuosine

mcm35s2u 5-FAR LR FE I L 2-53 AT | 5-methoxycarbonylmethyl-2-thiouridine
PR

mcm3Su 5- PR AR It FH L R 5-methoxycarbonylmethyluridine

mo5u 5-FARFE R 5-methoxyuridine

ms2i6a 2-ACH FE-N6- ki | 2-methylthio-N6-isopentenyladenosine
IR

ms2t6a N- ( (9-B-D-BEMGAZFEZE- | N-((9-beta-D-ribofuranosyl-2-
2B AR F R A 6y 1) 4, methylthiopurine-6-yl)carbamoyl)threonine
FEHE TR

mt6a N- ( (9-B-D-BEMAZHENE | N-((9-beta-D-ribofuranosylpurine-6-yl)N-
14 -6-y1) N- FH 3Gz ik F methylcarbamoyl)threonine
WD JREiR

mv PREF-5-840 4 MR-HERE | uridine-5-oxyacetic acid-methylester

oSu PREF-5-5840 4R uridine-5-oxyacetic acid

0OSyw wybutoxosine wybutoxosine

p (EVSES pseudouridine

q Q 1%+ queuosine

s2¢ 2-FRAC 2-thiocytidine

s2t 5-FIE2 AR R T 5-methyl-2-thiouridine
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R J-1: SEMHREFFIRBHRERL (5

il =24

s2u 2-TAC IR 2-thiouridine

s4u 4T AR 4-thiouridine

t 5-HEE PR H 5-methyluridine

toa N- ( (9-B-D-RIHFZHHNE | N-((9-beta-D-ribofuranosylpurine-6-yl)-
5-6-yD) - LML) J5 | carbamoyl)threonine
A

tm 2'-O-F1 JE-5-FEL IR 2'-O-methyl-5-methyluridine

um 2'-O-H1 L R 2'-O-methyluridine

yW Wybutosine wybutosine

X 3- (3-FHIE-3- AN 3-(3-amino-3-carboxy-propyl)uridine,

H) JRTF,  Cacp3) u

(acp3)u
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R K
AR

K.1 MICROSOFT® ACCESS #&7

PatentIn 3.1 5744 PantentIn 2.1 15 F (FIbRAEE 22 S04 () Microsoft® Access [ — M2
J¥- patin2xconvert.mdb —#2FT . N EH Hak, WOZEERRE S RN, 2
PEAFICAE 2084 3G dBASE 5 4 6813 PatentIn 2.1 3C44. Patentln 3.1 is packaged with a
Microsoft® Access program, patin2xconvert.mdb, that contains links to the standard database
files that PatentIn 2.1 uses. In order to enable the user to view the directory, the Link & Manager

must be installed. Similarly, the Data Access files must include dBASE 5 in order to read the
Patentln 2.1 files.

K.1.1 Z%% Microsoft® Access 97
XI Office 97 F)— b Ui -
1. BT LSO
WP E E X 2edhé o MR AN RE LR I WL AR A A
1EFE Microsoft® Access;
Bk B SO T
R G A ISR
R[] B
PR AF L
B B SO T
WP K Bl 4% 5
10. oty B Suizs T
11. 1%+ dBase & Microsoft® FoxPro Drivers.
12. 3R 5] 3 S
13, gizde (a3 .
K.1.2 #pEHEY
1. Patin2xconvert.mdb 4755 CWPLexe 7E [ —H 3 F, HWHL & B H 3%,
2. BFHKEIRS, Patin2xconvert.mdb X HUHT (FF2) HOEHE,

3. Patin2xconvert.mdb PJ M7 FTIF, PLUESEFTA Microsoft® Access 214441 & ] H
15

A e B N G T
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a. IERREHZE 0] PIZE Office 97 I¥) Tools | Add-Ins F1 Office 2000 (]
Database Utilities 1k £l ;

b LEERE ST BRI e B A -+ -« I AT LUK B BK B)) 4%, From File
Types A AALHE dBASE 5 (*.dbf).

4. patin2xconvert.mdb NS FFR R .
5. patin2xconvert.mdb AE A TAAGEL 7 i) ;

6. RUEATILEL, (HAHERIHIVE T Patin2xconvert.mdb )73 Hr £idl, A IX A fig
i R BT (R B s, #ifR% 103l Exploring data from

patin2xconvert.mdb, though sometimes necessary, is not recommended since it is
possible to update the linked data itself. (Be sure the data is backed-up if this is new
to you.)

7. MDAC, Microsoft? {Jnf 7} L4, W HEA L LLIEATIX 4l A MDAC, a distribu
%% component from Microsoft®, may not be sufficient to run this import.

K2 —BErE5HET

1. BRE LA 238 T BN J U S AR B SO T3 (Dynamic Link Library ,
DLL) ;

2. Patentln 3.x L FFK A4
3. N T AR A P A ], RIS RN BE T (B EE

4. AP AT S, WEAEFE DL, FEAMEAE s A A Sk Sh Ak b A R SCfE . i
IXANBERE U1 2 I BERL DR B 2% 7 The file submission command, Copy to Disk,
copies a file already on your hard drive to an external medium. In general, it cannot
be used to copy to your hard drive.

5. FWEhSCAE ASCH SCAR AT, T UAEARRBEA T T2, LS HRIE AR 15 5
6. AN H TS ] B3N R A B RS AL 5 R R i
7. Windows 2000 N ERIA K AT Alt-key AN 7~ T H A1 FRIZL

BIRTCIIREINSRIE,  AERFRRCZ AN, RIS (R AN RER . (HRTBLE,  AROR IG5
FRATAT DR IFI 3G s AN 2 E 45" 245 " i Windows 95, 1fif Windows 95SP2 hu{/544 32 #F .

K3 ZES5IA&ESR

‘2%¢ PatentIn 3.1 J&, 17 3 /MM DLL SCPFC % REAE Patentln 3.1 HX F, % 2
C:\Program Files\USPTO\PatentIn 3.1:

DDAO35.DLL
MFC42.DLL
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MSVCRT.DLL

A E S IMAFME, As with any new installation it is recommended that a backup of the
system be made first. Should the system network staff wish to unregister these DLLs because of
perceived conflicts the commands HE I AEATAAHT 22258 2 B i G RT REE &0 WER i 15607
a4, REML BAA M DLLs, 1 LAFEFFAR IS AT S8 M P T

regsvr32 —u “C:\Program Files\USPTO\PatentIn 3.1\ddao35.d1l”

regsvr32 —u “C:\Program Files\USPTO\PatentIn 3.1\mfc42.d11”

regsvr32 —u “C:\Program Files\USPTO\PatentIn 3.1\msvert.dll”

may be executed from Start|Run. (It is the “—u” that causes these statements to be unregister
statements.) For the user, Patentn is designed to be totally uninstalled from the Control Panel

Add/Remove processes (F&"-u"fd H Oy IREM 2 ) o XFH KU, PatentIn ] FZEFE
AR S I B B R e Al 3
K.3.1 FEN:
WEAT DA F 2 BLR Al
Microsoft® Windows 95
Version 4.00.950 B
Internet Explorer: 3.0(4.70.1158)
Microsoft® Windows 98
Version 4.10.2222 A
Internet Explorer 5.00.2614.3500
Microsoft® Windows NT
Version 4.00,1381
Internet Explorer 5.50.4134.0600
Microsoft® Windows 2000 Professional
Version 5.00.2195
Internet Explorer 5.00.3103.1000
Microsoft® Windows ME
BIRARAEIXA A T AT IEZIG, ABJATH 47 beta ik 2 S RkA], W
FEZRRAH KL ) L
BARTCIEVE R L E , (HAH{S PatentIn A2 0 DA_FPC B 38 AT 67 70 5200
K.3.2 Internet Explorer {£=& 3N
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Internet Explorer 45 JLA~ DLL U4 Checker F1/5¥ Patentln ffi |, H 4R Patentln L4 K]
B H O DLL X, {HJZC 5 Checker/PatentIn 3.0 ] J il %01 USPTO Hiip 2 —alixX
PANLE Microsoft® Windows 98 I 1) Internet Explorer 4.0 1 H B ) @ F 7 3G A B0 T 1)
B, FE25 %0 USPTO F+2¢ 3 Internet Explorer 5.0 RJ DA ¢ fn) 8,
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