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a). T TN EAE 5 10 BT AR S KA T S0k

b). TS, A2 RAHIRER SCAF RIS b, XA BSR4

c). 7 GeneScan®H 4T “New Project”.

d). 7£"Project’ , ## “Add Samples Files” ¥ &4 S St
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1.

2.
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(1813 1 0.3233). Wi (afLIE P Thn ek vl LE I 5 18] 3 Ry 147, 2R
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