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WA T S 55 A B AH S IE

1. i S5 7 45 B MicroAmp® i W AR E T FRMSC R
2. P IHBATHEAE MR RLT . P T 6 H GeneAmp® PCR
system 9600, 9700#112400%! fIPerkin-Elmer 48074 B g BE T 4 1)
HELERR T o
3. ORISR G, Ky 8 E T ROGH & 1 ORAFE-20°C.
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Protocol for the GeneAmp®* PCR Protocol for the GeneAmp® PCR
System 9700 Thermal Cycler* System 2400 Thermal Cycler
95°C for 11 mimuates, then: 95°C for 11 odmates, then:

95°C for 1 ouinute, then: 96°C for 1 minute, then:

ramp 100% to M4°C for 30 seconds ramp 100% to M4°C for 30 seconds
ramp 79% to 60°C for 30 seconds ramp 100% to 60°C for 30 seconds
ramp 23% to 70°C for 45 seconds ramp 23% to 70°C for 4 seconds
for 10 cycles, then: for 10 cycles, then:

ramp 100% to 90°C for 30 seconds ramp 100% to 90°C for 30 seconds
ramp 29% to 60°C for 30 seconds ramyp 100% to 60°C for 30 seconds
ramp 23% to 70°C for 45 seconds ramyp 23% to 70°C for 4 seconds
for 22 cycles, then: for 22 cycles, then:

60°C for 30 mimuites 60°C for 30 minutes

4°C spal: 4°C soalk

Protocol for the GeneAmp?® PCR Protocol for the Perkin-Elmer
System 9600 Thermal Cycler Model 480 Thermal Cycler

95°C for 11 mimutes, then: 95°C for 11 minutes, then:

96°C for 1 minute, then: 96°C for 2 minutes, then:

M°C for 30 seconds M for 1 minute

ramp 68 seconds te 60°C (hold for 30 seconds) 60°C for 1 minute

ramp ) seconds te 70°C (hold for 45 seconds) 70°C for 1.5 ourates

for 10 cycles, then: for 10 cycles, then:

90°C for 3 seconds 90°C for 1 minute

ramp 60 seconds to 60°C (hold for 30 seconds) 60°C for 1 minute

ramp M seconds to 70°C (hold for 43 seconds) 70°C for 1.5 minutes

for 22 cycles, then: for 22 cycles, then:

60°C for 30 mimites 60°C for 30 minutes

4°C soak 49 soak

" 4iZ4T GeneAmp® PCR 9700 A MFFR IS, w0425 e B (i PR RL P At Ao o 28 Tk 2, O
HILHR PP 2ii(E 9600 %KX (Ramp Mode) Tizf7.

T AR R [ B E Ramp Rate Modification i o 2430 SRR FE 3> 1, il 4 o “More 7,
RIGHEFE “Modify” , 17 LI F] Ramp Rate Modification %L1 . 7& Ramp Rate Modification
S, B AR A AT BRI K 100% o BEA PR 20 TR T THI 188 22 gl i A il 2 Sl 32 PR 2
Figure 2 %275 7 GeneAmp® PCR 9700 %! S FR 3 )i B AR 1k 3 4%

WP “Start” S AEIAFEE, RIATLIES] “Select Method Options™” i, i v LA E
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“REERBGL, XEFE “9600 Ramp Mode” , ARJA I A I MLARFR

V. (AR BB R AR

V.A. f§F ABI PRISM® 3100 B 3100-Avant BIx4&43#74%, /8 Version 2.0 i
ABEEWERM, BF, 1#/H Applied Biosystems 3130 5% 3130x| BBt {& 407
1%, A H Version 3.0 FRAIEUREE R, Ry ¥ 5 B

R e AR
o 95°CHNABIHL, TR % B B

PEVKFI UK KI5 )

NI EIL TS S

o 3100E3130- B4 E 4, 36cm

o JH7T31005;3130/]Performance Optimized Polymer 4 (POP-4™)
o 7 EDTA ¥ 10x5t4% 43 BT A il

o MicroAmp®i& t; 96 FLAR Ak F

o Hi-Di" Wiz (Applied Biosystems, Cat.# 4311320)

« PowerPlex® Matrix Standards, 3100/3130 (Cat.# DG4650)

@ R e 1 e X R AR T, AP H 9/ F-100uS/em 1 HI-DIi ™ HH B fi .
Wi 73 e B 1-20°CHRAr, O VR BRI (8] ) T4 CORME 2 S BUT LI (1 B
fio HLTR T 100uS/emif) LG & AT B 1, AR HIUKIEREIN 5 DNALE R A2 554
T2 A P K PRl S VR (LR ATG IF FRATAGT I SR B o S A HEAE IS [R) AN B N5 2

G)?ﬁf_%?: PRI R B R BB AR 51, 23 SN DA S AR B I o 4 A

Wy A Abn®) AEWHEARAG WA R . Abath RSk b =3R40 36 5. FRBERE S tha0 B J# 907—909.

FH1E: 010-58256268 fLIL: 010-58256160 %% 100013 WWW.promega.com.cn
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RIS, AR P B T ARRE, IR T I R  HR

FEAREE

1. LU 4R A MRS (ILS 600) FHI-DIi™ FFEAE, 14 ERELE M

[(0.5ul ILS 600) x (FEykFEAST)] + [(9.5ul Hi-Di™HIHk %) x (FRIKFEAS )]

MR ARGl n el > ERESZ i AR (ILS 600D IR, SKilj%

PRUEIEAE ) i - ILSH100bp F B ) BE ARG A1 5 & 500~1000 RFU. Wil
WAL, FRATE AR BN SLIR S AR . 9.0ul kAL A 1.0pl

ILS 600; n Rt iy, FATEI AL /LS 600/ A 4B : 9.75ul

FF I 2 i \0.25pl ILS 600,

2. YRR 10~15s1R5] .

3. FEREALH I Op H BEZ/LS TR & S v o

4. AP B GRS LK LadderiB & 4D o FIRE Aol FLA A 75

WR: AFSER A A R R EZE 5, DRI T 2E0E 2 I T AR I
B W5 EREE R IR A Le ] AR B A, T “Module
Manager” " 1) “run module” >k B B 3E R I AR LK FE S o 20 SR ] 3 R s vy
TWiARE, FTLLHGold STHR 1xBufferfisCHikey 8 =4, RInH 5 L%
MBI B o AT 25 A e T W AP s FE O AN I T o O AR RS 4P &5 2R, )
DATES 38 S5 S I ek D A DNAT - BORE SR R R A Ei b2 ~ 4N 31

5. AAEEINHERES OMERERR, LI
6. KPEACE T-95°CAEMESS o, S HIMAEUK LA HIBAM o, 2 5 ar I A

AT K
IR
Tk dErg Abs) AMERERAA. LT RIRX I =R 36 5. BBk 5oL B K 907—909.
FH1E: 010-58256268 fLIL: 010-58256160 %% 100013 WWW.promega.com.cn
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Z WS IR SR U " BEA T B AN R s e e, IR AT 22 (IS 1E A e

2. 0504 (version 2.0) i SCERFKPEBEATRE ML 43 BT, 32 ABI PRISM® 3100
13100-Avant [ 3130143 130xI R it A4 73 A A (0 T 7 #4100 BEAT Q0 T ey
1. {F“Module Manager’ fidi“New”. F“Type” N7 ik “Regular”,
ARG TE“Template” T $7 3% ¥ b ik $E“HIDFragmentAnalysis36_POP4”.
INHEREIN ] 5 seconds HEAEHL 3KV, K HLUK I [1] 424 24 2000
seconds. NIEIXEH s TR AT 4, AR5 R OK”,

WE: TSR EE 25, Module ManagerH it 3EARE IS 1) Rk A Hi s 3
& 2R o FRATIIERE B BEAE R 8] 195 [ 3~22 seconds, HEFEHL T A1~3
kV.

2. {r“Protocol Manager’ ' fiii“New”, 31 Bifefear 4. £ Type” N hiz s
ik #E“Regular’, #X)57E“Run Module” N7 frp ik 48 E— SR 4
It B, fE'Dye-Set” HIEHF", mdiOK.

3. #EAPlate Manager, Z: A 191 7 A8 H 158 B 15 B — AN B i~ ARad ok
76 B 5 H B0 HE G Application | 732 B R R
GeneMapper-Generic, Ff HIEFFTHPIEFHREER (96-well) , H A&
Hi, KoK,

ER: WERA B AEALIE ST A3, ES A A B

4. {rGeneMapper® V- Hic s h i NAIRE REASS B, A RIEE N4, 1
Results group 14% H rhik £ A7 45 R i dl,  7EInstrument

Wy A Abn®) AEWHEARAG WA R . Abath RSk b =3R40 36 5. FRBERE S tha0 B J# 907—909.

FH1E: 010-58256268 fLIL: 010-58256160 %% 100013 WWW.promega.com.cn
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Protocol 14 H ik #4825 JR2H G B R e o WA P A FEAS (R H Fh 4R
WE TREER. HdiOK,

R {Eresults groupt™ H K Rz 5 fidiNew, wJLAGIEE—ANHT 45 Ry
Mref, EFeGeneraltab, A4, EFrAnalysis tab, #XJ57EAnalysis type
NSz %k PEGeneMapper-Generic.

5. WFEMBURAES, K AT,
6. fEspectral viewerFtiH, #fiilFiGdye setF, JfHXJdye set FAT T 1F

IS A IE o
7. AEEATRFIIR, b eSS AfOUR IR R, I L
255,

8. —HFRMBGC LT, Rl B AR T BT INAE AR Y. (R AR R

9. FEABRICR SRR ERL T, AR R NS AR skt JF Harth
[FIRun Instrument ) & Sk 4% S A0 -

10. i T HEAL LA IRUN Instrument (K57 k4240, #F 5T 46 HLiK

M. W EEEATIRES L BEF LA SR A 1) B 40 A B R i ek o BRI
LYK I 2494553 %

V.B. FVersion 1.0.1 or 1.1%3 s fE, {8 ABI PRISM® 310038 %24 A3 A
WY1 F B

F P HEE AT R
o 95°ChNFMIHL, JKHTBEE sAIHEIY
o WEUKFNUK/KIR AW
N EILLSTLSS
o 3100E41EHFE, 36cm

Tt (b)) AVEARARAA. AW AKX AL =8 R B 36 5. H3EkT 50 B 907 —909.
HLi%: 010-58256268 fLE.: 010-58256160 4w 100013 WWW.promega.com.cn
(3/09) CTMDO012
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o H 13100 Performance Optimized Polymer 4 (POP-4™)

o 7 EDTA ¥ 10x35 4% 43 BT A ik

o 3100 % H MicroAmp®i%& t; 96 FLER Al 5

o Hi-Di" Wtz (Applied Biosystems, Cat.#4311320)

« PowerPlex® Matrix Standards, 3100/3130 (Cat.# DG4650)

()$M@mﬁ%ﬁﬁ%ﬁﬁﬁ,&ﬁ%@%$¢?mw$mﬁwoﬂﬁﬁﬁo
AR 4 B 120 G AR, R STURRIER K IR0 B T 4°CAAr £ S ET e 1
FEfi . 15 375 T1000S/om ) UREI A7 47 85 T, e SKHEREIN 1 DNAER 2 5 5,
ISR 2 ML (ORI R R AEOPE . K R o) A 553 S

G){f%? PRI R PR SEBORT R 5, 2 3E SN S AR AR . 8 A 0k
UGN, A AP BB T ARRE, JRR T I IR B

FEAHRER

1. HBULT4MES AR (ILS) FHI-DI™ W, 4 EREZE
[(0.5ul ILS 600) x (HLikkEAE)] + [(9.5ul Hi-Di™ ML) x (FikkEAR)]

FE: 0 LUE G s> EREE T AR (LS NN, SRIE S bR
WEEAEL () v 5% o ILSH1100bp v B [ BEAR A1 v 5 4500~ 1000 RFU. 4 SIS AE
G, BATHI A A SLIR A AR A . 9.0l Ik A 1.0pl ILS
600; I Ry, FRATESAS FIBERZ/ILS 6001 A AR K. 9.75plIH
B e i N0.25pl ILS 600.

Tk dErg Abs) AMERERAA. LT RIRX I =R 36 5. BBk 5oL B K 907—909.
HLi%: 010-58256268 fLE.: 010-58256160 4w 100013 WWW.promega.com.cn
(3/09) CTMDO012
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2. etz 10~15siH 5
3. FERRLF IO FF BEAZ/ILS TR & 22 il o
4. AN G (S plEEA F N Ladderi®@ &40 o IR A H AL o

WR: AR A A FRIN R E 22 5, DRI T 2E0E 2 I T AR I
B Y5 EREE R IR A L AR B A, T “Module
Manager” " 1] “run module” >k B B 3EFF I AR LK FEL S o 2 2R ] 3 R e vy
TWiAR{E, FTLLAHGold STHR 1xBufferfisCHikey 8 =4y, RInH S L%
MBI B o A 25 A e T W AP s FE O AN I T o O TS B SE4F I &5 2R, AT
DATES 38 S S I ek D A DNAT - R SR R R A Ei b2 ~ 4N 38

5. AAEEINHETES OMERERR, LIRS
6. KPEACE T-95°CAMESS b, UMLK LA HIBAM e, 2 5 ar e A
ST L LK

AR HER

Z:ABI PRISM® 3100 18 43 HTASL 115 FH 7 45412 06 B HEA THE AR B 41 A W 11
TRULAIZE, JFREAT A (A AL IE MRERE o

1. 4TITABI PRISM® 3100445 e 4 81
#+GeneScan36_POP4DefaultModulefs =X 1) Hi ik I 8] 25 4 200085 .
K ERE RSO3 KV

e ERE I TR SO 11D

W N

HER: W T ARSI %A R R U275 2 7, Module Manage [1)idk

Wy A Abn®) AEWHEARAG WA R . Abath RSk b =3R40 36 5. FRBERE S tha0 B J# 907—909.
FH1E: 010-58256268 fLIL: 010-58256160 %% 100013 WWW.promega.com.cn
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FE I TR RO SEAE L He T AR N 3 . FRATTEE L, JEAE IS (] 11 [ AE 3~22F0 1y,
BERE L R VS FEE 1 ~3KVIN
5. ¥t L A AR A (i,

10.

11.

12.

13.

14.

15.

16.

GeneScan36_POP4PowerPlex16_3kV_11secs 2000) , & hiifis
(R EAR QIR L S

A ASBN T HOC SR Iy 44, iEPEGeneScan, JEREAHN (1) A LS (1
1, 96-welD) , pitfiFinish.

SERIMFEFLA N [°E AR 5% 3% - 7Esample nameFilcolor infof H i AAH
IR e X T4 Ak ladder, 7EPU( (HE. 35, ZRFIZ0) [Kcolor info
— RS N ladder” . T RENUR] 1) 4 HIPowerTyper-16 Macro
BAtr (2.0WA) BEATEAR T, DIIEA B A IX LG

7EBioLIMS Projectf H (1) $7 32 #.H1 1£ 3100 _Project1 .

7tDye Sett* H (1) Fhr K L h k2,

AT HABI PRISM® 31005 i 4 1, fiA1.0.181.1, #ERun
Module 142 H ) & f L i £
GeneScan36_POP4PowerPlex16_3kV_11secs 2000,

MR WER S N AT B30, WI7EAnalysis Module 142 H HiE£:No
Selection. SEMEIWES, ¥ GeneScan® 3 Hr A 73 b et sl 7%
H, AT RABEATE S 1 A A S B

T OKe B PR IC s 2 Y AR ORI Bt A B8 D T v 4R A DU
FER AT SRR

FRERBIRNAGE, R AR,

FERE R SR, B I B A AR A DU AE AR5 o

— HAFRL AR i B SR aze s B R AR I AR AS AR R (R it B
B, AR AR AR AR SR IE %

AFEABOC & SRR CER G, FERR B R TR 2, FERRILD

Tk dErg Abs) AMERERAA. LT RIRX I =R 36 5. BBk 5oL B K 907—909.
HLi%: 010-58256268 fLE.: 010-58256160 4w 100013 WWW.promega.com.cn
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s MRS OE KA L TP A RIERL RSB % FIR T, I HIE0HRun
InstrumentiZ 4 .

17. £E LB AdiRun Instrumentd% 8, FE S TG HL K

18. R WA P S IR L FE PR S B LR I k.
UCHLVK IR ] 254570 %0

V.C. fFABI PRISM® 31038 & 4 A4Sk il 318 H Bt

i FH P e B )
o 95°CHNABIHL, TR % B B

o S10BAIEHEF, 47cm x 50um

o Performance Optimized Polymer 4 (POP-4™)

o BEVELSSAS (1mD

o 7 EDTA 1) 10xIt4% A BT AX BT ik

o FEMVE MR

o PylmMRm =k

o Hi-Di" Wiz (Applied Biosystems, Cat.# 4311320)
« PowerPlex® Matrix Standards, 310 (Cat.# DG4640)
o EUKEUKKIR AW

RV 1) e e AR S AR T2, Y 552/ T-100uS/em T HI-DI ™ R fi o FH e
NP E T -20°CHR Ay, [ VR AL I [ R B T4 ° CORAF -2 3 BT Ll 1) e
HL P4 T 100pSom ) I BEIG & A7 2 1, A2 rBIKERE N S DNASE R A58 4, IX
AT P K P VA AT AR T P TR SR ABCRE o AT IR [R) AN BESE 45 5 98

FER: T O RE R SO I 77, i G N b B A B PR A IR
FU, VAP AR RS, IR T I I I IR B

Wy A Abn®) AEWHEARAG WA R . Abath RSk b =3R40 36 5. FRBERE S tha0 B J# 907—909.

FH1E: 010-58256268 fLIL: 010-58256160 %% 100013 WWW.promega.com.cn
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FEARUES
1. FRLUR4BAWAR (ILS) FHI-DI™ L, H14 EREZE R
[(1ul ILS 600) x (HLyKFEA )] + [(24ul Hi-Di™ FHIBEIE) x (FRIKEEA )]

VR AT PUE R ne > ERESE I T I RR (ILS) IR, SRR E
WA A = B o ILSH100bp F B 1) B AR A /=1 5 5500~1000 RFU. G LI (H
oy, FATTEE AR R AL/ ILS 600K A AF N : 24, Sul R A it A\0.5ul
ILS 600.

2. ki 10~15s7R2] .
3. Ks25ul FBENL/LSIE £ 2 il 5 1l =i 75

TR AN SIS AR R R BUEAA 225, DR 200 2 08 1 HEAY I
() By 384 7 ) 5 AR SR PRI A LB o SR PRI e vy T FRUARUEL, mT LA
HGold STHR 1xBufferfistHike 1474, X5 5 RS . A0
S AL A RN =y L IO AN T O TAS RIS LF (S5 R, AT LAAEY 88 S b I
kDB DNAK &, BRI AR A EOE D2~ 4 3h (i, 10/1815K
10/20734) .

4. F425ul FF BERR/ILS TR & 28 ik 5 1ul PowerPlex® 1645 3 K Ladderi® 4 -

5. WEIIN BRI B OBERER, LA BRI

6. KEFEAE T95°CAMES3 Mo, SLHNAAEVK Ve EI300 8, R RAE G A%
I HTAC AT HLUK o

7. CRRESEE T EIEN B BEREEAL L (4880964) .

8. Kt AZNHEFEATEE TN, % AT,

Wy A Abn®) AEWHEARAG WA R . Abath RSk b =3R40 36 5. FRBERE S tha0 B J# 907—909.
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NE
SIS AL Y T A FH P BV E D AT S35 0k . e Be BANE AERE . AHE A s ERET
SN -

1. FTIFABI PRISM® 310%4ii i 1«

2. ZIEABI PRISM® 3108 58t4% 43 H1{X FH 7 4/ T # GeneScan®FF: i
. fEsample infof H Fr4m AAH N IRIFE S A5 B
fEPowerPlex® 16254 K [ALadder — I K PU {5 (i, #&. 4%, 1) sample
infof H HH #8Z4 N\ “ladder”—in], IEAfIFI % A I L8455 AT A DRI 1) A
FPowerTyper-16 Macrofff: (2.0mAx) X E a2t 7047

3. BUE—ANH H KRR B, A5 R R S B Y R

4. AEFHEPEFRGS STR POP4 (1ml) AR, K dbrEmS [l 3.
VKINTE) A 3073 8, HARISEOR B W T

Inj. Secs: 3

Inj. kV: 15.0
Run kV: 15.0
Run °C: 60
Run Time: 30

o P T AN T 5 56 = AN AR R SRS A AR 22 5, OB I T i 2 OAT N 1
B NEARIBADNARE A 1ng, FATEEBERE I [A] RV F /2~ 57

EE: ABI PRISM® 31073 45 40 BT AXAEREAT KN ) B Uk 5, H T B0 i
B HAB T T 284k, FRIKIN BT R R AU AR . 0 B 2 A
FEASET,  AF HLUK AN [R] B 18] hn N 2547 J (Kl ladderd Bh T4 A AL K] 43 B )
HERAE

Tk dErg Abs) AMERERAA. LT RIRX I =R 36 5. BBk 5oL B K 907—909.
HLi%: 010-58256268 fLE.: 010-58256160 4w 100013 WWW.promega.com.cn
(3/09) CTMDO012
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5. EFIEHMMatrix A (Z0UN1.B, W61 .
6. iLFf“auto analyze” & B UM iS4, R BOR/MRAE, A LU
BT AZHT. S HRABI PRISM® 3102 A4 43 BT AU 854 -, AT LA

7. BEBREAER, SKRHMXART], AUdiRun, JTIATBNE HLIK.
8. MRS UG Bl A AR ML A R A2 VK o BEASFEAS HERE 2 FL Ik 58

V.D. {#FABI PRISM® 377 DNAJ A 188 B Bt

P HER AR
(ERAFFITEWIXHD
« Long Ranger®%tiiii (Cambrex, Cat.#50611) =/ T-ABI 377-36¢cmi(¥)
Long Ranger Singel® pack (Cambrex, Cat.# 50691) .
o 10%ufifRs% (Cat#V3131) .
« TEMED.
e JKZE (Cat#V3171) .
« TBE 10xbuffer ZZ M.
o Nalgene® #1455k 2% (0.204K)
o 36cm i JE B .
o 36cm HtKE T (0.2mm JE) .
o 36-fLEMINHE34-IL T AR (0.2mm/E)
o By (Biltm, KMIPAEIT) .
o IR EAENK.
o PIMEEWL (ZHIXLD
o Liqui-Nox®l HiAti ik 7 .

Bk ders Cend) AMEARERA R . JeRWARIRK AL =R 36 ~. FFEKF 5 rPoL B K 907—909.
FH1E: 010-58256268 fLIL: 010-58256160 %% 100013 WWW.promega.com.cn
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« PowerPlex® Matrix Standards, 310 (Cat.# DG4640)
o Blue Dextran Loading Solution (Cat.# DV4351) .

o EVKELUKKIR G

o 95°CIMAILR ., JKIEAR BLAIHIAL o

FER: NGB (Long Ranger®Rtkei) & st RISURVEH, N IBEGRIRN K
TLARFEAN B o 3 T AT A0 [ 18 B 7R AR B A B 38 Mt 33 1 I S i T 82
LB IR B o

)% A I B R e
LA A 4A7EABI PRISM® 377 DNA A L3547 36 cm A8 1 38 1A 4 I iz ek Iz v
VKUESS AR ERE RS . FRATTHERA A AR D B A, LT DA ZS AL Y R Ak 3R

ZH
Fo

1. A HHUKHI% Liqui-NoxXSH S Ve BB, 485 H 2588 T /K o
Pe, IR BRI T IO R IRIA BT h s S R

2. F0.2mm R MBI E T BT AT S BT R, R (AN KT
PR o AR R BB K T ISR T SR B A 1 S 434 1

3. ZMTable 3FTHIIAL MRS AR A50mD , #45% Long Ranger®
NGRS HEI VR 18 2 PR 3R 58 RV

Table 3. #4:5%Long Ranger® ikt

D% 5% B BIRPE
JRE 189 6M

P L NE LY/ 26ml —
10xTBE 5ml 1x
50%Long Ranger® /R 5mi 5%

Bk ders Cend) AMEARERA R . JeRWARIRK AL =R 36 ~. FFEKF 5 rPoL B K 907—909.
FH1E: 010-58256268 fLIL: 010-58256160 %% 100013 WWW.promega.com.cn
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AR 50ml

HEE: W A8 HLong Ranger Singel® Pack.

4. PN BRI FHO. 21K IIUERE (540, Nalgene®ZH 415 FR kit #8) it
SR S R u [ L8
5. [n)50mI K PR 4 I i it s v in A 35l TEMED 12501357 e B 11110 % i 6 1R
B, JFRREEE. A
6. A FH— X PE6OCCTE S #H44 RV EH B B AR 350 /1N CoE N K P I B B AR 2 [
AR s 2 I E AR TR o EVE IR AR BN, AT DU AR A T 30
s B AR
7. FESRIEHRAE N 36-SL %t A I B34~ LT i . T {if T 64- LBk 96- 1L %
EEERVR TS
8. 3N KA [ i o
. KETRIAR 1) M G v LA Ry IR 2R B R N I 2 FE ) o
10. BRI LR FF G2/ DL B R AR R A N S Y, DR G
AN
VERE: KRR 1 T R et ) 25 B /K MR ) 4% Ty RSl i s s e, DA LB T
URFZLE SR, R A I 7

&€

1. FTIFABI PRISM® 377Xl i1«

2. ZMGeneScan® T A S HRE T #FE i & . #Esample info H
HHER AR R PRI A5 R
fEPowerPlex® 162547 JEKlLadder — I (P (4, (5. #%. %%, £1) sample
infof™ H th & B A\ “ladder”—1in] , 1Al )y A\ X L6 05 5 AT A ORUR (1) 47
FPowerTyper-16 Macrofff: (2.0mAx) X & s 24T 7047

3. IFAIWE, Ali—ANHiiGeneScan® ik it

Wy A Abn®) AEWHEARAG WA R . Abath RSk b =3R40 36 5. FRBERE S tha0 B J# 907—909.
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Plate Check Module CPARKMIE) - Plate Check A
PreRun Module (LKA - PR GS 36A-2400
Run Module CHEJKME) - GS 36A-2400
Collect time C£ERTE]) - 3 hours
Well-to-Read distance GizfLEFES) - 36cm

4. FF FHSE PR RGE MR S R A A
5. EFEE AR Matrix 3T (Z A EILB, WD .
BRI RIK

1. MWEREHINIEBIG R EECR e b, HBER 287K gt #5
B AR b v H TR A AR A

2. W BRI 2 R 1 AR BRI IR L Uit e W SRAE TS Ui, /N Do RRE
R AR 1 Z11~2mm.,

3. NGB B FE VAR NSTT R A I [H 2

4. RIEABI PRISM® 377 DNANFACHH 4 AT AT ¥ 77 20k R AR LR AL
P AT AR, R A, AR, PR, A
Ji TR A

5. FEAX AR TS A e B S R h In AN X TBEZE 1L«

6. i FH60CCT i #E GBI, FF 25 BREER U AL N 3, AR o5 A T
(RIZE P o 18-S Sk 3 S 2 B 25 b J i 1) AL

7. BRI, LK, EHEPTA RN, RHEET],  AidiPreRunJtih
LUK o K5 TR IKEAT 15~20 77 Bl rELIK 28 BB il T 22 40°C . dl bR
PR AT LA 425 e et %

8. FERERT VKA, HEAAE A SE A B K ladder

Tk dErg Abs) AMERERAA. LT RIRX I =R 36 5. BBk 5oL B K 907—909.
HLi%: 010-58256268 fLE.: 010-58256160 4w 100013 WWW.promega.com.cn
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FEAER K _EFE
1. LU0 R A MR (ILS 600) F1Blue Dextran EFFA, il 4 L AF
SR
[(0.5ul ILS 600) x (Hi ik FEA )] + [(1.5ul Blue Dextran - FE#) x (LK
FEA )]

R ERRGET ARR I ARAR AT DURR SR o i B B 1) v (IR AT 1 4

2. ez 10~15sT8 4]
3. K1.0ply 3G 4 5 2.0ulf A8 1 1R ARG v

TR AN S A RS HOA I R A B A7 AR 22 5, DR G 0 i 2 T A I
I 4= 5 RSB AR A L SR P P e (i T TR, mT LA
J1Gold ST R 1xBufferfiscHikey H=4), RIaih LRSS . A0
SN R S AN T . O TAF RIS AP IS5 R, ] LIRS 38 S i i
1D DNAR &, SR RN IR B b2~ A a3 (Bil4n, 10/185%
10/20153) .

4. ¥41.0pl PowerPlex® 16 Allelic Ladder52.0ull £ 1414 FRESE MR & o
A HTErAllelic LadderiB & 78 2 R iR A o

5. RFEARBSLE L, A TP ATl R TR

6. KIFEAQS CANES B, ARG I & UK A, ASVE S IAEAC IR B4 .

7. 15~20 PTG, sidiPause BB A RS . £E FREWIA], K& Hrs:
DI APRRF BRI (1) 52

8. AT FCWHDE TR ) A7 18-"5 B Sk 1B 0ceiT S ds b 2 IR AL A R R 3R

9. fEfELAN EFE.SUIETERIAEAS.

Wy A Abn®) AEWHEARAG WA R . Abath RSk b =3R40 36 5. FRBERE S tha0 B J# 907—909.
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oﬁlﬁlﬁ"]ﬁ(%%, ity ZON ERRARLEA T AL, BATIHERE EAEARRN D 1.0~2.0ul.
10. RIS pPgoRl N 22, R PSR T

TEBE VK B A
1. ER4iW)E, ridhCancel, ZiRTIHLIK. UK FUKINE] (run time) &%
HAS/D,  ritERunIF4A K
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Bin3CfF
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X Ee 5 A B W 2 [ Applied Biosystem GeneMapper® ID# A TR ®, 2
1~451, Koo .

1. #I17FGeneMapper ID#AF, fiA3.2,

2. I HToolH [fJPanel Manager.

3. s/ B (R EH KIPanel Manager &l 45 .

4. FIFFFiled ¥Jlmport Panels.

5. WEIEARFPanelMBin X f. #$tPromega Panels ID3.2.X.txt. (}:
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Applied Biosystems}] /* F-/l} 4 [ Installation Procedures and New

Features for GeneMapper ID Software 3.2,

Wy A Abn®) AEWHEARAG WA R . Abath RSk b =3R40 36 5. FRBERE S tha0 B J# 907—909.

Mii%: 010-58256268 1L H.: 010-58256160 [f4s 100013 WWW.Promega.com.cn

(3/09) CTMDO012
45 33 T




o

Promega

R Hir—i g 22 e, naE4 S5 Applied BiosystemsH ' F it
HRIHERE R B AFAEZE 5%

10. fiiht$ePeak Detectorftifi. A JH#E2EE HFigure 39 14 &

HR: T BOAT LU R4 i Bear b (full range) "B 4 v BT (partial
range) "o EHER Y Fr BUIHTIRE, AR K B R R AE = 0 B R

S0 i 55— AN THE 1 AR IR T A ke R O HLAE R AR 1K) R BUAE AT BABA 52
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Figure 6. FrvfE Bigiis
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5. {ISize Standardf: H ', ¢ SEHTE 517 “Creating a Size Standard” {2
LI BObRE
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Analysis Range

Data Processing

Pealk Detection

Size Call Range

Size Calling Method
Split Peak Correction

Start: Defined in Step 2

Stop: 10,000

Baseline: Checked
Multicomponent: Checked
Smooth Options: Light!

Peak Amplitude Thresholds®

E: Y:

G E:

Min. Peak Half Width: 2pts
Min: 60

Max: 600

Local Southern Method
None

S BB R % S % AT E . W RAE Flheavy smoothing,  fB/R < HRELAAEIX 4> THO1

SN FER9.3F047 £

2l )t (peak amplitude thresholds) & F 8 T R 5 ) e /N i i o G b S2 36 38 AT s

— M 450~200 RFU.

4. 3B HR PR AEParams SCIFK
5. KORAFMI DT ZEN ] TREA T
6. FRidHIIIARHE B (size standard) o R ANFEASCAE,  RisehRdE R B

(size standard) 5514 )ik, siidiDefine New, &

WIX.EH ¥IFigure
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WA KA H GeneScan® A W A i HE— (5 ., 1

2% GeneScan®
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1. e B35 E X B M PowerTyper™ Macros CD-ROM (Cat#,
DG3470) ## s )\Promegal® i T4, “%:PowerTyper™ 16 Macro 2.0
JRAS o

2. #IFFGenotyper®¥f} & PowerTyper™ 16 Macro 2.0 Ak, 5%
Genotyper® % {18 F 1) v {5, %2 i Genotyper® Analysis Software
User.s Manual.

3. fEXEHFile midiimport, AL HTHIREASCA . 20l B
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R AEditsZ N ik$kSet Preferences, 1 LLEFES AP EEG

4. XidiCheck ILSTR4 (BIFRAL T8 HZE NMD , B 6 H B/RL 90
FIPARTE DL (ILS 600) o [nl RIRZNE H, #ik ks i Bobrid B, Wi
WBEIAE, A LU GeneScan® i E T H 4 MTRE A KLdE ,  FBARIC A bx
J B

TR WE U — N5 3 K Ladder K FE A7 56 R Bk . Macrofii i

i N R 55— AN AT D Ladderst BE A HEF T4 Y
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Ja & FT I BoRSEA S5 K Ladder (451411, Penta E, D18S51, D21S11, THO1
;D381358%) ME H.

FAN, STERERSE T e, WidiPOWER 20% Filterdg 4, H 5k
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1 | GeneScan®H1Genotyper /i - FE A S 189 1 B 2540 JE A
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GprFE Ladder I, RIS &P AN AT T 2 s IRk Hh T AR ALk
PlLadder5 Whs (ILS) J@#1AN a1 3 3501 FvikoT # 22 3 T3
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P JR PER KA IR iR ot T
A B R A 4 GeneMapper® ID 4+ 41#i Hl GeneMapper® ID#%k
MriEx At T HTREARRS, A HT S5
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(Figure 11)
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EREwww.promega.com/geneticidentity/, T 345 5 22 (1) STRAH & ik

IX. Bix
IX.A. STRAZF B F

EAMP-FLPRIVNTRE /v L, STRIER 4B 5k By 8 (07 =4 K i
/NM3FZ (VNT500bp) , BRI B 5 1B A IR DNABLRR 74 o 1641, STRM A T
Z RO a7 L PTG IIDNA, - T X S alih 77 v B 3R 15 I DNA R AT AT B A
SouthernE[1Z8 53 #

Promegalf)STR " #) A AEL A] 73 B I RE, w DARH BEAN BE DR e 1) JLAS
BT S5 DA (R )8 0 P By s e S A RE DA B B (Allelic Ladder), PHRULEE
BRI FEASC 385 Lt ] — 5 DA A 1y S 7 R R B B RO S84 i, T AR R s b
SERTIEDREE . I PowerPlex® 16 R Zi i i) 45 BT LLScH b s AR A7 I -15 B0 22 i
Pl o N oA T ZEAE F BENLAf A 1 N B [ 52 e

IX.B. PowerPlex® 162 %t Fr-& Ar A L

PowerPlex® 16 24T R HIISEIM A (Table 4RiTable 5) , A& & 1H 55t
FERUEHUA ITE SEEBIRIA S (FBI) 813N STRIZ a3k DA JEE [ 43 214 %k
P A\ EICODIS (BKADNAZRGI RS, RISEEILE A A ED h.
PowerPlex® 16 241 7r AN 1 i I3 Hi 40,25 T 47 CODISHZ /Lo JE A A5

PowerPlex® 16 RZTA 0 & BHANBT RS Tl 0 2 A E X SA% 1 IR T 42 L I
J&, PentaEAlIPentaD. IXSSHEELA A R INAARCKIE N T R eRE S, Ak
PowerPlex © 16 RALAE% T %52 ZfFrh, HAT LW IARLHERR 1. )4 PentaERil
PentaDIFIARAGHE T IR TE, Al AT o ik e S 49 v 5 5 DNAVR & FE AR I B AT
K . i PowerPlex® 16 2 4t B (4 ) M I3 DR e v s S AMFE S K PR 5, 266
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#5 T PowerPlex® 16 22 4t H (11 bR DNABTR f) 25 £ JE R A

T AN $E ) STRAE PR e R 5 1 49 ) ATRE S sl D AR Rr S 1R 774, A0 5 Tag
DNAZE G B A < RS 727 ) SR S R B RS I o 5% 5417, A PR A -4 87, 5
A, BB, & TDNAY R ER T REE, BORE  DNAZ S
AR, BRI o S BN P ECHE I B R T DN R A 5 FIDNAK 5
FFol

ARz B RN N2 HH T Taq DNAZE Gl LA TR0 1 77 7R3 19 1 DNA
Fr B3RS AL TR, — O RTIR, KAEIX — IR MARIGR T A E 5 )7
Ho KA I BELEE B L Ttvt 2> — AL RO BT oIS o K517 5I1E
TEM, Y RG22, IGO0 CREMB0SBIFI DI, Rl fEHf H =
(T DNARAR A 0o 1) 56 4 B R S A% RS N o

FAAERAR A A DRI e (R R R (R AH ZE PR BE AN A2 B S IR B0 A 457 i DA
JE IR PRE RN AR A ST % IR i 2 2381, AT B3R A DA R SR AR - K 58 A 5K
FGAMID21S11 ur TAHR W WA GeZ e th ARSI, w2 SR
PentaEJ: A B HIAN WoR 22 (Table 5)

Table 4. PowerPlex® 16 R4 S R E A
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GenBank?® Locus and Repeat Sequence!

STR Locus  Label Chromosomal Location Locus Definition 5=+ 3
Fenta E FL 15q MNA AMACA
D18551 FL 18q21.3 HUMUTSR74 AGAA (23)
D21511 FL 21q11-21q21 HUMDALOC TCTA Complex (23)
THO FL 11p15.5 HUMTHO01, human tyrosine AATG (23)
hydroxylase gene
D351358 FL op NA TCTA Complex
FGA TR 4q28 HUMFIBRA, human TTTC
fibrinogen alpha chain gene Complex (23)
TPOX TR 2p23-2pter HUMTPOX, human thyroid AATG
peroxidase gene
D8s1179 TVE 8q MA TCTA Complex (23)
v TR 12p12-pter HUMVWEAJ, human von TCTA
Willebrand factor gene Comyplex (23)
Amelogenin® TMR Xp221-P3and Y HUMAMEL, hitman Y MA
chromosomal gene for
Amelogenin-like protein
Fenta D JOE 2q MNA AMACA
CSFIPO JOE 5q33.3-H HUMCSFIPO, human c-fms AGAT
proto-oncogene for C5F-1
receptor gene
D1a5539 JOE log24—qter NA CATA
D75520 JOE 7q11.21-22 MA GATA
D135317 JOE 13q22-q31 NA TATC
D35818 JOE 5q23.3-32 MA ACAT

' The August 1997 report (24,25) of the DNA Commission of the International
Society for Forensic Haemogenetics (ISFH) states, .1) for STR loci within coding
genes, the coding strand shall be used and the repeat sequence motif defined
using the first possible 5" nucleotide of a repeat motif; and 2) for STR loci not
associated with a coding gene, the first database entry or original literature
description shall be used”.

2 Amelogenin is not an STR but displays a 106-base, X-specific band and a
112-base, Y-specific band. 9947A DNA (female) displays only the 106-base,
X-specific band.

TMR = carboxy-tetramethylrhodamine

FL = fluorescein

JOE = 6-carboxy-4",5"-dichloro-2°,7 -dimethoxyfluorescein
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NA = not applicable

Table 5. PowerPlex® 16 R& &R F Ladderf5 B

Size Range of Allelic Repeat Numbers of
Ladder Components!? Repeat Numbers of Allelic ~ Alleles Not Present
S5TR Locus  Label {bases) Ladder Components in Allelic Ladder3#
Penta E FL 379474 3-24 20.3
D18551 FL 290-366 §-10,10.2, 11-13, 13.2, 14-27
D21511 FL 203-255 24 2432 25,252, 26-28, 2.2,

29,29.2, 30, 30.2, 31, 31.2, 32,
32.2,33,33.2, ¥, ¥.2, 35,

30.2, 36-38
TH0L FL 156-195 4-9,9.3,10-11, 133
D351358 FL 115-147 12-20
FGA TR 322-444 16-18,18.2, 19, 19.2, 20, 20.2,

,12,20,702,13,23.2, 24,
242,25, 25.2, 26-30,31.2, 43.2,

442, 45.7, 46.7
TPOX TME 262-290 0-13
D851179 TME. 203-247 7-18
viVA TME. 123171 10-22
Amelogenin® TMR 106, 112 XY
Penta D JOE I76-449 22,325 7-17
CSF1PO JCE 321-357 6-15
D165539 JOE 264-304 3,815
D75820 JOE 215-247 6-14
D135317 JOE 176-208 7-15
D55818 JOE 119-1535 7-16

' The length of each allele in the allelic ladder has been confirmed by sequence
analyses.

2 When using an internal lane standard, such as the Internal Lane Standard 600,
the calculated sizes of allelic ladder components may differ from those listed.
This occurs because different sequences in allelic ladder and ILS components
may cause differences in migration. The dye label also affects migration of
alleles.

% The alleles listed are those with a frequency of >1/1000.

* For a current list of microvariants, see the Variant Allele Report published at
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the U.S. National Institute of Standards and Technology (NIST) web site at:
www.cstl.nist.gov/div831/strbase/

> Amelogenin is not an STR but displays a 106-base, X-specific band and a
112-base, Y-specific band.

Table 6. PowerPlex® 16 RGs % WL AIARHEDNARERR Bl & B S0 22 8 45 51

Standard DNA Templates!
5TR Locus 5622 9947A 9045
Penta E 14,5 13,12 11,11
D18531 16,13 19,15 18,15
D21511 31,30, 29 30, 30 a0, 29
THOM 93,93 93,8 93,6
D351358 16,15 15,14 17,15
FGA 241 24,23 26,24
TPOX 9,8 58 9.8
Das1179 12,12 13,13 13,12
vIVA 16,15 18,17 17,17
Amelogenin XX X XY
Penta D 13,9 12,12 12,8
CSFIPO 10,9 12,10 12,11, 10
0165339 12,11 12,11 11,11
D7S820 11,9 11,10 11,11
D135317 88 11,11 11,11
D55818 12,11 11,11 13,11

! Information on strains 9947A, 9948 and K562 is available online at:
locus.umdnj.edu/nigms/. Strain K562 is available from the American Type
Culture Collection: www.atcc.org (Manassas, VA).

2 Strain K562 displays three alleles at the D21S11 locus.

3 Strain 9948 displays three alleles at the CSF1PO locus. The peak height for
allele 12 is much lower than those for alleles 10 and 11.

IX.C. RF&

PowerPlex® 16 2 4i 4™ 14 (11154~ STRIL P i H AT R 5 1) S B BE 7 o IX L84 A1
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NGt ) e 2 2 oedi G &di 8 T Table 7-9. iX4E4dlE /2 1, The Bode
Technology Group (Springfield, VA) , db-K 2 k40378 £ )5 (Raleigh, NC) ,
Palm Beachfi K:/p/ %= (West Palm Beach, FL) , Virginia Division of Forensic
Science (Richmond, VA) FlCharlotte/Mecklenburg® & 524 (NC) 2531 11
e flt. XEHHRLRG M TR B TRE —ARME . SEE — iR & AL E — iy
PEF & 120003 o RAMAREAS . X) T3 [ — W i) 0 M B, ok 15003 6 5%
MR . 225 30HR27 ~ 3242 it T 5 2 A SCSTRA il AR 4

Table 7411 A A ARt PowerPlex® 1.2 % PowerPlex® 16 24t fHI{H & HL % .
e rrPowerPlex® 16 R4t 1B A LR H 4 1/1.83x 10" (EE—mmRH) =
1/1.41x10" (EE—FEME)

R THES, THERBERE (PO R&EWWH BN —MEETT, RS
HARBESR . BE TRIFEISY, TSR AAE T R A AL LA )%, Table 8
FH T A AR PowerPlex® 1.2F1PowerPlex® 16 7 45 (1 MR QBUHE ¥ . 7E &4
NEErfiPowerPlex® 16 R (L1 SR HUR 11500000 7EAQBUA T Hvid w4
HEBRRUATIH L, thTable 9n[ WL, {E32IAABE P HiPowerPlex® 16 R4 343 1 HE
B4 4 fEHE 10.999998..

Table 7. AR AEEFPowerPlex® 1.2 % PowerPlex® 16 RZ KBS HLER
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Matching Probability
STR System African-American Caucasian-American Hispanic-American Asian-American
PowerPlex® 1.2
System (§ STR loci) ~ 1in 2.77 x 108 1in1.15 x 108 1in 1.45 x 108 1in 1.32 x 108
PowerPlex® 16
System (155TR loci)  1in 1.41 x 108 1in 1.83 x 1017 1in 2.93 x 1077 1in3.74 x 1017

Table 8. Typical Paternity Indices of the PowerPlex® 1.2 and 16 Systems in Various
Populations.

Typical Paternity Index

STR System African-American Caucasian-American Hispanic-American Asian-American
PowerPlex® 1.2

System 497 262 318 471
PowerPlex® 16

System 2,510,000 1,520,000 522,000 4,110,000

Table 8. AFE ABEFPowerPlex® 1.2f1PowerPlex® 16 &4 ML BRI A FE 5

Power of Exclusion

STR System African-American Caucasian-American Hispanic-American Asian-American
PowerPlex® 1.2

System 0.9982042 0.9965863 0.9973367 0.9951793
PowerPlex® 16

System 0.99999% 0.9999994 0.9999983 0.9999998

IX.D. DNARJIREUK & &

DNA IQ™ System (Cat.# DC6700) &% [ ¥ TkEE b % T % & FDNA
A BRI S o o SR T iz A A8 PR Al P 0 5 A 25 b 5 SRR T B8 i3
VS TSTRAMMTIIREA . {#H/DNA IQ™ System# fISHIXDNA, A ik 2 1F
REAS TR 4 B FIPCRIMEIY S5 Y. UBibE KNy, {1 TJDNA IQ™ System
A A B R DNA. RGN REAS, Ot 7 . . FTA®
A B P A EUDNA. BhAh, BRI AL, PRI SRR R L AR
PEFE L EUDNA, DNA 1Q™ System|f42 HU 4 i it 48 Fl PowerPlex® 16464 75
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B TUESE . 8 MfE EE S AIX

AluQuant™ Human DNA Quantitation System (Cat# DC1010) Z5a] T A
KDNAME R, EWfERESHTEIX,

DNA 1Q™ System }zAluQuant™ Human DNA Quantitation System .7
Beckman Coulter Biomek® 2000524 % [ 56 T/EFS 521N M. 47 ><Beckman
Coulterzi i 5 5 T 1E35k i1 B nT & I Promega ) 24 b 4328 ) 528 4 1

( www.promega.com/worldwide/ ) {E-mail: Chinatech@promega.com.

IX.E. W#FRILS600

PR (ILS) {224 DNAF B, K 4151460, 80+ 100, 120, 140. 160,
180. 200. 225, 250. 275. 300. 325. 350. 375. 400. 425. 450. 475. 500.
550 1% 600%H L0t . X8 i BEHCXRERIC, Al LLfEPowerPlex® 164 1 ™ ¥4 1E (1]
LT, LLESARE AT B . ILS 6005 REAS [ I T4 — 4 kit g —
B4, LA RN HIPowerPlex® 16 R 48 43 (IR 15 . ILS 600 ALl A A ]
TNEESHE V.

1,200

100 200 300 400 500 &0
1,000 —

8007

GO0 —E0 80 120 140 160 180 225 250 275 325 380 o75 425 450 475 550

400

200+

|:|_ w F !
Figure 12. HW#FILS600

IX.F. PowerPlex® 16 R &4 HIR-& 14 R 4] &
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Table 1082}t T PCRY MR AR R 4l i B . R AN ROV AARRL (D
Fe L FAEAL, R IR B 2R S AR R I SRR & (uD .

Table 10. PowerPlex® 16 R4i¥H MBS 4 &

Volume Per ~~ Numberof _ Final Volume
PCR Master Mix Component Reaction Reactions (ul)
Gold ST*R 10X Buffer 2.5ul X =
PowerPlex® 16 10X
Primer Pair Mix 2.5ul X =
AmpliTaq Gold®
DNA polymerase! 0.5ul (4u)  x =
nuclease-free water? ul X =
Per tube X =
template DNA volume?
(0.25-1Ing) up to 19.2ul  x =
total reaction volume 25p1 X —

1. fEAmpliTag Gold® DNAZ A EAK I Jy5ulpl. FFMEIIHE 5 A4k, T I A AR A4 201
R 1 1) 2
2. SR AR LR DNARIAA RN 55 1250l

IX.G. =PRI B ARRE R vk (AT

B RS = T PCROY R RLERAT,  ETHURE 3> TR FE N I o 72 2R I I i 4
BRI, R A SR BE e i PROR PRI A U 4 B N B 5 15

T P HES AR
MR A] S = AT IXH, (L7470 )
o TAE 1xZEhi
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o IR
o 5x FFER
o FULTEEWK, 0.5pg/ml.

1. {E100ml IxTAEZE phigiIn2g B Hhl, 1 #- 2% IR B BRI (£9150em?),  #E%%
W AR R B, SR AR T IR B A o AE B R 2R A
SRR R PRSI #4(60°C ) 25 38 T/ R 3R 4b

2. HBSHPR IS 1 2255°C, SRR KT, K B IR E A R AR,
#20-304%

3. K10uly =4 52,501 5x L AEE IR

4, HERATHTAE <2, 1F A HIKZE M.

5. R SRR KR, BN HIK G R A 2 D IR 0.65cm, AR
Py TR

6. K 55x EFEZMBIR A AEA BFE (W.Step 3) .

7. W ELESVIem, HIK2/M .

8. WG, WS 10.5ug/miiAL Z5E (X TAEZE Mok th e th, SR % HE20
S, 2B TR O, LR 205

9. HEAMEIXAE302nmAbHe i FEAH .

TR TR A I AR R R AR, IR T RO AR AR M IR B
ek, HME— 1) H A2 B PCR s B R J 2 o

IXH. SRR A D

10%id AR R %
$40.05gut it FR %5 1T-500ul £ 25 T 7K H
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Blue Dextran_EREZE MWK
88.25% HH P e
15mg/mi Blue Dextran

4.1mM EDTA (PH8.0)

WAL B (10pg/mi)
1.0g L5
KR BBV T100mI2 3 7K. AR (0 22 B A% 2 U 0 R h s il £
1o
TR SO B RIEAR], I DR T, BRI DA 2R A L

Gold ST*R 10X Buffer
500mM KCI
100mM Tris-HCI (pH 8.3 at 25°C)
15mM MgCI2
1% Triton® X-100
2mM each dNTP
1.6mg/ml BSA

TAE 50X buffer (pH 7.2)
242g Tris-fi
57.1ml IKESR
100ml 0.5M EDTAT - fitii
¥ Tris-HR M EDTAR T-500mUK R /K, Z2 18 INAUKEEIR , FH R R KA 55 ZARFRL .

TBE 10xZ2 Mk
107.8g Tris 7
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7.449 EDTA (Na,EDTA-2H,0)
~55.0g il

i Tris BAIEDTAR T-800mIK B /K, SR8 I BRI e U 1 PH 2 B 884

8.3, AJa M KFE KA LA ETT

TE* 22 (10mM Tris-HCI, 0.1mM EDTA [pH 8.0D)

2.21g Tris fik
0.037g EDTA (Na,EDTA-2H,0)

¥ Tris HEAEDTAE T-900mIK F/KH, HHCIHETTPHAS8.0, 4R )5 K K #h 2 V&

WA T

IX.1. FHSRT=

KIESTREE RS

Product Size Cat.#

PowerPlex® 16 Monoplex System, Penta E

(Fluorescein) 100 reactions DC6591

PowerPlex® 16 Monoplex System, Penta D (JOE) 100 reactions DC6651

PowerPlex® ES Monoplex System, SE33 (JOE) 100 reactions DC6751

PowerPlex® 1.2 System 100 reactions DCe101

PowerPlex® 16 BIO System 100 reactions DC6541
400 reactions DC6540

PowerPlex® ES System 100 reactions DC6731
400 reactions DCo6730

PowerPlex® Y System 50 reactions DCo761
200 reactions DC6760

THRTESXDH

BEH

T dehts (b0 EWHEARAIRA R JERUHT AR AL =FRR B 36 5. FRERS S 0 B A 907 —909.
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Product Size Cat.#

PowerPlex® Matrix Standards, 310" 50ul (each dye) DG4640

PowerPlex® Matrix Standards, 3100,/ 3130 25ul (each dye) DG4650

PowerTyper™ Macros® 1 CD-ROM DG3470

Internal Lane Standard 600™ 150ul DG2611

Gold ST#R 10X Butfer™ 1.2ml DM2411

Mineral Qil 12ml DY1151

Nuclease-Free Water™ 50ml (2 x 25ml) P1193

TR T E %P0

R BESL I = B A

FEA & 7 i

Product Size Cat.#

DNA IQ™ System™ 100 reactions DC6701
400 reactions DC6700

Ditferex™ System* 50 samples DC6801

200 samples DC6800

Maxwell® 16 Instrument** each AS2000

DNA 1Q™ Reference Sample Kit for Maxwell® 16*** 48 preps AS1040

DNA IQ™ Casework Sample Kit for Maxwell® 16*** 48 preps AS1210

Plexor® HY System” 800 reactions DC1000
200 reactions DC1001

Slicprep™ 96 Device™ 10 pack V1391

TR T E %P0

R BESL I = B A

R BREER, TRATOHER

T VA 445 T P 5 P2 L, YK A7)

Tk Z s e EMBARAR A AL JEiT AR AL = 3R %R 36 5. FRERET 5y 0 B J3E 907 —909.
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Product Size Cat.#
Ammonium Persulfate 25¢g V3131
TBE Bufter, 10X 1L V4251
Urea kg V3171
Blue Dextran Loading Solution” 3ml DV4351
B = A

ART® Aerosol-Resistant Tips

Product Volume  Size (tips/pack) Cat.#
ART® 10 Ultramicro Pipet Tip 0.5-10ul 960 DY1051
ART® 20E Ultramicro Pipet Tip 0.5-10ul 960 DY1061
ART® 20P Pipet Tip 20pl 960 DY1071
ART® GEL Gel Loading Pipet Tip 100ul 960 DY1081
ART® 100 Pipet Tip 100ul 960 DY1101
ART® 100E Pipet Tip 100pl 960 DY1111
ART® 200 Pipet Tip 200pl 960 DY1121
ART® 1000E Pipet Tip 1,000ul 800 DY1131

et AbnD AEHEARARA . R RMX AL =R R 36 5. FRERE 5.0 B 4 907 —909.
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(a)STR loci are the subject of U.S. Pat. No. RE 37,984, German Pat. No. DE 38 34 636 C2
and other patents issued to the Max-Planck-Gesellschaft zur Férderung der Wissenschaften,
e.V., Germany. The development and use of STR loci are covered by U.S. Pat. No.
5,364,759, Australian Pat. No. 670231 and other pending patents assigned to Baylor
College of Medicine, Houston, Texas.

Patents for the foundational PCR process, European Pat. Nos. 201,184 and 200,362,
expired on March 28, 2006. In the U.S., the patents covering the foundational PCR process
expired on March 29, 2005.

(b)U.S. Pat. Nos. 6,238,863 and 6,767,703 and Korean Pat. No. 691195 have been issued
to Promega Corporation for materials and methods for identifying and analyzing
intermediate tandem repeat DNA markers. Other patents are pending.

(c)U.S. Pat. Nos. 5,843,660, 6,479,235, 6,221,598 and 7,008,771, Australian Pat. No.
724531, Canadian Pat. No. 2,118,048, Korean Pat. No. 290332, Singapore Pat. No. 57050
and Japanese Pat. No. 3602142 have been issued to Promega Corporation for multiplex
amplification of STR loci. Other patents are pending.

(d)The purchase of this product does not convey a license to use AmpliTaq Gold® DNA
polymerase. You should purchase AmpliTaq Gold® DNA polymerase licensed for the
forensic and human identity field directly from your authorized enzyme supplier.

© 2000—-2008 Promega Corporation. All Rights Reserved.

Maxwell, Plexor and PowerPlex are registered trademarks of Promega Corporation. Differex,
DNA 1Q, PowerTyper and Slicprep are trademarks of Promega Corporation.

ABI PRISM, GeneMapper, GeneScan, Genotyper and MicroAmp are registered trademarks
of Applera Corporation. AmpliTag Gold and GeneAmp are registered trademarks of Roche
Molecular Systems, Inc. ART is a registered trademark of Molecular Bio-Products, Inc.
Biomek is a registered trademark of Beckman Coulter, Inc. Freedom EVO is a registered
trademark of Tecan AG Corporation. FTA is a registered trademark of Flinders
Technologies, Pty, Ltd., and is licensed to Whatman. GenBank is a registered trademark of
the U.S. Dept. of Health and Human Services. Hi-Di and POP-4 are trademarks of Applera
Corporation. Liqui-Nox is a registered trademark of Alconox, Inc. Long Ranger and Long
Ranger Singel are registered trademarks of Cambrex Corporation. Macintosh is a registered
trademark of Apple Computer, Inc. Microsoft, Windows and Windows NT are registered
trademarks of Microsoft Corporation. Nalgene is a registered trademark of Nalge Nunc
International. Triton is a registered trademark of Union Carbide Chemicals and Plastics
Technology Corporation.
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Products may be covered by pending or issued patents or may have certain limitations.
Please visit our Web site for more information.

All prices and specifications are subject to change without prior notice.
Product claims are subject to change. Please contact Promega Technical Services or

access the Promega online catalog for the most up-to-date information on Promega
products.
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