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//dragon/users_wwwroot/Departments/fvbio/Vortex_Mixer.pdf

Genetic Analysis: ABI Videos; Basic System
Overview, Big-Dye Sequencing, Fragment Analysis

ABI Big Dye Direct Sequencing Process
http://www.youtube.com/watch?v=cgFTGQO JO1c&feature=relmfu

ABI 3500 System Overview for Sequencing and Fragment Analysis
http://www.youtube.com/watch?v=RY2Rn2qggjdA&feature=relmfu

ABI| Fragment Analysis
http://www.youtube.com/watch?v=43-O0OTLtrwQ
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http://www.youtube.com/watch?v=cqFTGQ_JO1c&feature=relmfu
http://www.youtube.com/watch?v=RY2Rn2ggjdA&feature=relmfu

Genetic Analyzer: ABI, Prep Protocols, Manuals

Link to ABI 3500 BigDye Xterminator Purification Kit Protocol .... 2 pgs (pdf)

Link to ABI 3500 BigDye Terminator v3.1 Cycle Sequencing Kit Protocol .. 75 pgs (pdf)

Link to Summary SequencingUsing BigDye Terminator Mix (B.Boedeker) Protocol.... (pdf)

Link to Detailed Sequencing Using BigDye Terminator Mix (B.Boedeker) ...(pdf)

Link to ABI BigDye Xterminator Purification Kit Protocol Summary Brochure (ABI) ...(pdf)

Link to EDTA/Ethanol Precipitation of Cycle Sequenced Products (Amy Smith, B.Boedeker) ...(pdf)

Link to Sequencing Tips and Troubleshooting (B.Boedeker) ...(pdf)

Link to ABI 3500 User Manual... pdf (18mb)

Link to BioRad Complete Cloning and Sequencing Explorer Series Curriculum Manual.pdf
(24mb)
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Users.stlcc.edu/Departments/fvbio/Genetic_Analyzer_ABI_Sequencing_BasicProtocol_03June11.pdf
//dragon/users_wwwroot/Departments/fvbio/Genetic_Analyzer_ABI_Sequencing_BasicProtocol_03June11.pdf
Users.stlcc.edu/Departments/fvbio/Genetic_Analyzer_ABI_BigDye_Xterminator_Purification_Kit_Protocol.pdf
Users.stlcc.edu/Departments/fvbio/Genetic_Analyzer_ABI_BigDye_Terminatorv3.1_CycleSequencing_Kit_Protocol.pdf
Users.stlcc.edu/Departments/fvbio/Genetic_Analyzer_ABI_Sequencing detailed protocol_BB_03June11.pdf
Users.stlcc.edu/departments/fvbio/Genetic_Analyzer_ABI3500_User_Manual.pdf
Users.stlcc.edu/Departments/fvbio/Genetic_Analyzer_ABI_Biorad_Complete Cloning and Sequencing Explorer Series Curriculum Manual.pdf
https://rcpt.yousendit.com/1376608152/39cf611c840525fabcc4d5e1719afae8
Users.stlcc.edu/Departments/fvbio/Genetic_Analyzer_ABI_BigDye_Xterminator_Purification_Kit_Protocol.pdf
Users.stlcc.edu/Departments/fvbio/Genetic_Analzyer_ABI_EDTA_EtOH_ppt_seq_products.pdf
Users.stlcc.edu/Departments/fvbio/Genetic_Analyzer_ABI_Sequencing tips and trouble shooting.pdf

Genetic Analyzer: ABI, Summary of Steps (recommended order)

« Start instrument via Power on button: wait for green light on front panel

«  Start computer: Boot PC, Login Windows as 3500-USER, wait for Server Monitor green check mark in the
bottom tray

 Define Results Folder: Locate RUNSs folder on desktop, add/create a unique folder named for this run

«  Start 3500 Application: wait for dashboard

« Dashboard/Tray: Install Cathode and Anode buffer containers, refresh RFID tags (Dashboard)

« Maintenance Wizard: Remove Conditioning pouch and Install Polymer pouch, Fill Array with fresh polymer
« Check for Bubbles: Inspect polymer lines, if necessary run Bubble Clean wizard

« Tray: Install Sample Plate

 Dashboard: Start pre-heat Oven

« Dashboard: Create Plate from templates, selecting for polymer, cap#, type of analysis

« Create Plate: Sweep active wells, then check boxes below for Assay, Filenames

» Select Results Folder/Location: From Dashboard, Select Preferences, select User, Run Setup , then
browse to the D:/RUNS folder and the new folder established above for this run

* Create Plate: Link Plate to Run at bottom of screen
 Start Run:

*  Monitor Run:

* View Results:

« After Run: Be sure to remove the polymer pouch and replace with a Conditioning pouch unless other

runs are imminent.
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Genetic Analyzer: Abl, WorkKriow Part |

(naaes refer to User Manual)

Start the system:
1.

Start the instrument (page 22).

2. Start the computer (page 24).

3. Check mamntenance notifications in the Dashboard (page 28).
4
5

. Heplenish consumables (page 31).

Check consumable status in the Dashboard (page 290

Zet up and run:
1.
2
3

Frepare the instrument (page 421
Freheat the oven (page 42,
Check instrument status (page 53).

. Create orimport a plate (page 43).
C Assign plate contents (page 46).

b 2 —

. Prepare and load sample plates

Print the plate layout (page 50). Cuick Start arun (page 55).

(page 1.
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Genetic Analyzer: Workflow Part Il (pages refer to User Manual)

1. Load plates for run and create the injection list (page 58).

2. Review and modify the injection list in Preview Run page 59).

2. Ztart the run (page 61).

4 Monitor the run (page 61), check sequence or sample quality and specify
re-injections (page 62).

Review sequencing results: Review fragment/HID results:

1. Hewiew sequence quality (page 81). 1. Hewview sample quality (page 85).

2. Specity re-injections (page 99). 2. Dpecity re-injections (page 85).

2. Hewview quality reports (page 85). 2. Hewiew quality reports (page 95).

4. Export sequencing results (page 87). 4. Export sizing results (page 96).

(Optionall print or save [ pdf] calibration and performance check reports fo save with
results:

+ Spatial calibration {page 99)

+  spectral calibration (page 103).

+  Seguencing install standard performance check (page 122).

+  Fragment or HID install standard performance check (page 132).




Genetic Analyzer: ABI 3500, Startup

1. Turn on the instrument and wait for a steady GREEN light. Then boot up the Computer and logon.

IMPORTANT! The statuz icon, on the right
lower-corner of your screen, shows when
the 3500 Berver Monitor iz active by
displaying the icon shown here.

If the Server Monitor does not start automatically, launch the Server Monitor:
start » Programs b Applied Biosystems b 3500 b Server Monitor

2] Server IMaonitor |

Note: It will talee approximately 2 minuates for the
Server Monitorto sstup. During this time, youwill see L 3G 5 2145 PM

.~

the statiz icon transifion froma red circle, with an Xin
the middle (indicating that not all 3500 services are
loaded) to the shape of an hour-glass on your desldop,
next tothe clocl,

R)i = 2:45 PM

When Server Monitor set up is complete, the icon in
the shape of an hour-glass will disappear and a . 5:47 PM
checlamarle icon appears indicating that the 3500 '
Server Monitor hag started and all 3500 zervices
loaded,
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Genetic Analyzer: ABI; Check Consumables; Preheat

(references are pages in the user manual)

1. Inthe Dashboard checlt consumable statiz (page 29). Ensure that!
+  Conmmables are not expired
+ Adequate buffer levels are at the fill lines.

2. et the oven termperature, then cliclc Start Pre-heat:
+ 60 °C —POP-7" and POP-4™ polymers
+ 50°C —POP-6" polymer
Fre-heaf the oven and detection cell while you prepare fora rmn (detection cell
termperature 1z 2et by the software). Preheating helps mitigate subtle first-mn

migration rate effects, The preheat function antormatically turng off after
2 hours of instrument inactivity,

Applied Blogystermns recomimends that vou pre-heat the oven for at least
30 mumates before you start a run if the instmment iz cold.

3. Checl the punp assembly for bubbles and ran the Remaove Bubble wizard if
needed (gee page 251).
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1. Inthe Dashboard, click

Create Plate From i Genetic An alyzer:
Template o display the — JEEdIEeg ABI; Setup, Create a

Open Plate Template from
Library dialog box,

Plate

&= Open Plate Template From Library

[nstructions

Sedect row From table and cick on "Coen® buttan,

Fikzr: w| search: | | a

b

Fl=te Mame Tupe Cre=cription

1 ED_Rapid_Seq_...  Ssquendng For use with samples purifisd with Bighase XTermin
z 4'5td_Zeq-POPF Sequering For read lengths of 50 bo or gresber and = runiki
] Srshort_Read Sao-..  Sequencdng For k2ad lengths of 30000 and 2 ron Cme of 30m
q 5td Sag Wl -POPE Saquencing For paad lenghis of 600 bo o qrecket and = romk
5 A Std_Seq_A-POF?  Sequendng For rzad kznaths of 850 bo or grecher and aronk
& Fast_Seq_A-POPT  Gequendng  For read kengths of 700 bo and a rn Eime of 65 m
’ 4 BCxx_Fest_Seq_xL... Sequercing For user g software 1nc ndes ctr}r—pmvle plate templates that you can use as a startng
& W BO_5td_Seq-POPF  Seruendng For Use| pomt to areate a plate (you can also ereate your own plate templates). In addition to
n B Brn: Tbd Smn DOOE Emaimecine Eew nem| Pre-defined plate parameters, a plate template can also contain a list of the
< appropriate assays, file name conventicns, and results groups for an application, For

more mfcrmation, see “Create a plate template™ on page 75,
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= 3500 Data Collection Software

-«

Cammen Operations

L]

Create Plate
from Template

Create
New Plate

Genetic Analyzer: ABI, Plate From: View all Info

Edit Existing
Plate

1? Open Plate From Library

Instructions

Select row from table and click on "Open” button,

= ==

Library Maintenance Tools -

(=)

Slide/Move column guides to view full
description of plate from Library

Manage = Preferences Help ~ Log Out

Organize by date (click on column title)
to find desired template

Filter: | Sequencing 'I Search: Go | |Clear| @
Plate Mame |Type | Description | B‘ Owr{ Run Date Date I ied |Is Signed o
9 |BIO219 550 dMayll Sequencing  For read lengths of 50 bp or greater and a run time of 2 hours - § capillary instruments 27-Dec-2010 02:0L:57 AM  26-Dec-2010 09:42:09 PM Neo
10 |test iun Sequencing 25-Dec-2010 01:15:07 PM Mo
T BabM_PG_TramingRUMN Sequencing  For read lengths of 850 bp or greater and a run time of 2 hours - § capillary instruments 28-Jul-2011 11:20:09 AM 29-Jul-2011 08:56:31 AM Mo
12| KT_Apr201L Amclass Sequencing  For read lengths of 850 bp or greater and a run time of 2 hours - § capillary instruments 2i6-Dec-2010 03:26:59 PM 28-Dec-2010 10:45:26 AM  Nao
RN kelly Sequencing  For use with samples purified with BigDye XTerminator - § capillary instruments L1-Mow-2011 043T:14 P L1-Mov-201102:33:24 PK Na
| Test_4May Sequencing  For read lengths of 50 bp or greater and a run time of 2 hours - § capillary instruments 26-Dec-2010 09:37:48 PM Na
? KT_Rerun_MareVol_PM_.. Sequencing 27-Dec-2010 10:25:22 AM Mo
T kv trial Sequencing  For use with samples purified with BigDye XTerminator - § capillary instruments L1-Mov-2011 12:27:40 P L1-Mov-2011 10:20:37 AM Rao
17| practice plate Sequencing  For read lengths of 850 bp or greater and a run time of 2 hours - § capillary instruments 04-Jan-2011 11:54:33 AN Na A
T test 2 Sequencing  Far read lengths of 850 bp or greater and a run time of 2 hours - § capillary instruments 25-Dec-2010 03:56:13 PM 25-Dec-2010 0L:51:39 P Na i
1| er jve 2 control Sequencing  For read lengths of 850 bp or greater and a run time of 2 hours - § capillary instruments 18-Mov-2010 04:07:45 P 18-Maov-2010 03:45:53 P Mo
0 | KT_MareVal_Rerun_PMA... Sequencing  Farread lengths of 850 bp or greater and a run time of 2 haurs - 24 capillary instruments 28-Dec-2010 10:39:14 AN 28-Dec-2010 10:50:09 A Na
BTN kelly seq langer injec Sequencing  For use with samples purified with BigDye XTerminatar - § capillary instruments 11-Mov-201102:25:37PM Mo
E kelly 1-27 Sequencing  For read lengths of 850 bp or greater and a run time of 2 hours - 24 capillary instruments 0d-Jan-2012 LL:26:08 AM  06-Jan-2012 02:52:24 P Na
T |e

Anode Buffer
Cathode Buffer
Capillary Array

Unknown
Unknaown

Unknown

Unknown Unknawn Unknown Unknawn

Unknown Unknawn Unknawn Unknawn

Unknown Unknown Unknown Unknawn

Unknawn
Unknaown

Unknawn

* Maintenance Notifications

Mame ‘Prlorlty |Notlﬁcatlon Date Description Action -
Clean Autasampler HIGH  12-lan-2012 12:00:00 AM Clean Autasampler x L
Perform Planned Maintenance HIGH 12-Mavw-2011 12:00:00 AM Perform Planned Maintenance ® i
Run Perfarmance Check HIGH  12-Mov-2011 12:00:00 AM Run Fragment/HID and/or Sequencing Perfarmance Check =
Flush Pump Trap HIGH  12-Jan-2012 12:00:00 AM Flush Pump Trap ®
Replace cathode buffer containe...  HIGH  12-Jan-2012 12:00:00 AM Replace cathode buffer container septa ® -

Filx 935 AM

STLCC_CPLS_Morrison 1/31/2013
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Genetic Analyzer: ABI, Plate From: View all Info

:._E 3500 Data Callection Software ( |= ez

4
\‘ Library Maintenance Toals = Manage ¥ Preferences Help = Log Out

Comman Operations

e

» N e

Create Create Plate
New Plate from Template

Slide/Move column guides to view full
description of plate from Template Library

‘—._E Open Plate Template From Library

In:e\t‘:t‘::::::mtableanddid-.om"Open"button‘ Organize by date (ClICk On COIumn title) to
find desired template

Filter: | Sequencing 'I Search: _ 7]

Plate Mame ‘Type Description | Bar Ovi Date Modified ‘Is Signed ‘ o
17  MicroSEQ ID plate 24 cap_POPS Sequencing  Example of plate setup 10-May-2009 06:33:16 PM Mo
18 | 2 Short_Read Seq «L-POPT Sequencing  Forread lengths of 300 bp and a run time of 30 minutes - 24 capillary instrume 10-May-2009 06:33:16 PM Mo
1| ZBDx Std_Seq xL-POPG Sequencing  For use with samples purified with BigDye XTerminatar - 24 capillary instrument 10-May-2009 06:33:16 PM Mo
20 | A Rapid_Seq-POPT Sequencing  Forread lengths of 500 bp and a run time of 40 minutes - & capillary instrumen 10-May-2009 06:33:16 PM Mo
| 2 Std_Seq-POPG Sequencing  For read lengths of 600 bp ar greater and a run time of 2 haurs - § capillary i 10-May-2009 06:33:16 PM Mo
22| S BDx Std_Seq xL-POPT Sequencing  For use with samples purified with BigDye XTerminatar - 24 capillary instrument 10-May-2009 06:33:16 PM Mo
23| A MicroSEQ ID plate & cap_POP6 Sequencing  Example of plate setup 10-May-2009 06:33:16 PM Mo
| ZBDx Fast_Seq-POPT Sequencing  For use with samples purified with BigDye XTerminatar - 8 capillary instruments 10-May-2009 06:33:16 PM Mo
25 | 7 Sernester_ClassMumber Instructor wh... Sequencing  For read lengths of 850 bp or greater and a run time of 2 hours - 24 capillary 28-Dec-2010 L1:23:08 AM No
26 | 7 kelly test longer injection 12 2 11 Sequencing  For use with samples purified with BigDye XTerminatar - 8 capillary instruments 11-Mov-201102:32:10 PM Na

27| kelly 01-27 puc 19 Sequencing  Forread lengths of 850 bp ar greater and a run time of 2 hours - 24 capillary 06-Jan-2012 05:54:34 AM Mo E
2| T kelly 1-27 puc 19 Sequencing  Forread lengths of 850 bp ar greater and a run time of 2 hours - 24 capillary 06-Jan-2012 05:57:07 AM Mo
2 | T Kelly Jan27 Sequencing  Forread lengths of 850 bp ar greater and a run time of 2 hours - 24 capillary 06-Jan-2012 05:59:54 AM Mo
30 | T Kelly Jan27 reva Sequencing  Forread lengths of 850 bp ar greater and a run time of 2 hours - 24 capillary 06-Jan-2012 09:00:22 AM Mo

- Refresh | @

Elosy

Cathade Buffer  Unknawn Unknawn Unknown Unknown Unknown Unknown
Capillary Array ~ Unknawn Unknawn Unknown Unknown Unknown Unknown
= Maintenance Notifications Q

Name |Prmr|t_',' |Not\f|(at|om Date Description Actian o
Clean Autasampler HIGH  12-Jan-2012 12:00:00 AM Clean Autosampler ® L
Perfarm Planned Maintenance HIGH  12-Mav-2011 12:00:00 AR Perfarm Planned Maintenance E

Run Perfarmance Check HIGH  12-Mav-2011 12:00:00 AM Run Fragment/HID and/or Sequencing Performance Check ®

Flush Pump Trap HIGH  12-Jan-2012 12:00:00 AM Flush Pump Trap E

Replace cathade buffer cantaine..  HIGH  12-Jan-2012 12:00:00 AM Replace cathade buffer cantainer septa ® -

HEE e



Genetic Analyzer: ABI: Enter Plate Description, Assay, Filenames

B 3500 Data Callection Software =R =

Dashboard

Edit = Library Maintenance Toals ~ Manage = Help = Log Out

gii Flate Namety Sea t-FOF7 | oo o prace + 2

OpenPlate + Bl SavePlate » (24 Close Plate | (B2 Impart [ Export | pFind_"Replace [ View Plate Grid Report s Print ~

(= Table View =

; Setup

B Shaw In Wells " [=] Select Wells v| [7] Array Selection |ECqumn ‘Zoom[m Bl Zoom Out [ Fit @

Define Plate Properties

1 I|z 3 4 5 § 7 B E (10 m [12 |
E Run Instrument A Studentl
Load Plates.mr Fun X Trodenta i
PreviewRun ‘
= Menitor Run - Student3 *|
“WW = 1. Enter description of each well
ven oo | w 2. Select or sweep wells, then check
Student5 .
- : ,,' boxes below to assign Assay,
P> | Filenames, Results
3 "’\5 o 3. Check for shaded area in wells to
\Ef”/ T indicate assay assignment i

~
\‘\y Sequencimg
M
- = Marme: Std_Seq_xL-POPT Barcode:
-
7]
Assays File Name Conventions Results Groups
Actions ¥ Actions ¥ Actions ¥
@ Std_Seq Assayd-P.. 4 H O My_FNC L x| ® My Sequencing_Res.. 1 4

Assay name: Std_Seq Assay_xL-POPT

Application Type: Sequencing

Instrument Protacal: StdSeq50_POPT7H_L

Primary Analysis Protacal: BDTv3.1_PA_Protacal-POPT

sactnmnizn Camrlo Todn

r

Link Plate for Run

STH




ST

Genetic Analyzer: ABI: Enter Plate Description, Assay, Filenames

2 3500 Data Collection Software [ ===
Dashboard

Edit Library Maintenance Toals * Manage ~ Help ~ Log Out

Flate Name:std Seq x[-FOPF I

Open Plate  ~ Clase Plate B Import |§ Export | p Find/Replace ‘ | View Plate Grid Report ‘é Print -

E Table View =

E Column

: Sotup

P ShowInWells | [=] Select Wells = | i | Array Selection

i ZoomIn [E] Zoom Out [ Fit @

Define Plate Properties

: | [n 2 3 4 5 6 1 I [o [10 1 [ |
g Run Instrument A E\
Studentl
Load Plates for Run
5
Preview Run B Student?
Monitor Run
5
|I Review Results © Student3 f h k. b b I
o Soneng et - 1. After checking Assay boxes below,
D

View FrgmetHO Rt 4 note BLUE shading to represent
< E | seuders assignment to that well
: 15 2. Verify that all wells are defined

Student
5 3. Save Plate with description for this run
d Student]
-3
H Control
Well: H02
Sample Name:
Sequenciﬂg Sample Type: Sample
A".s Assay Mame:
Tk Mame: Std_Seq_xL-POPT File Conventian Name: { % This plate is a template ) Barcocle:
= f{"’ s Results Graup Name:
-
Assays File Name Conventions Results Groups ,
4
Actians ¥ Actions ¥ Actions ¥ ":
(O] Std_Seq Assay xL-P... /_' m My_FMNC /_' m . My_Sequencing_Res... /_’ m ;
i
(
k
Link Plate for Run




Genetic Analyzer: ABI, Setup, Change Assay Instrument Protocols

== 3500 Data Callection Software

E=EEE]
Dashboard Edit -~ Library Maintenance Tools ¥ Manage ~ Preferences Help ~ Log Out
Flate Nameren..amples 06 03 11 Mew Plate = OpenPlate  + Save Plate v 24 Clase Plate | (i Import 3 Expart ‘ p Find/Replace [ View Plate Grid Repart s Print v
T Plate View B Table View =
; Setup
B ShowInWells = | [=] Select Wells  + ‘ 7] Array Selection B Column | El ZoomIn EE] Zoom Out Fit @
Detine Plate Properties
i 2 3 4 5 6 7 [s [0 [10 (1 [12 |
= F F
& | Run Instrument
= Al e}
Load Plates for Run —
F F
Previeyw Run B ja POS
Monitor Run e E == rerun of class samples 06 03 LL - Edit Assay bb second try
: Review Resuts ¢ da MB MM Setup an Assay
Wiew Sequencing Results F F
D o
“iew FragmentHID Results la HIdi
F F
{ E pa HIDL " Assay Mame: pb second try [ClLacked Colar:
F F Application Type: Fragment
F
|| M H Protocals . . .
G L L Da you wish to assign multiple instrument protocals to this assay? @ Mo () Yes RI g ht Cl I C k 0 n I C 0 n to
MK 3.6 HIDI
[ | " Instrument Protacol: [a:ljusted HID FragmentAnalysis50_POF V] [Create New] L E
f ‘ get window to
H MM HIDI * Sizecalling Protacol: [\\2500 Fragment_Analysis_PA_Pratocal v]

select/change
Instrument or
Sequencing Protocols

GeneMapper Protacal:

EFragment

Mame: rerun of class samples 06 03 1L

Close

Assays File Name Conventions Results Groups |
Actions ¥ Actions ¥ Actions ¥ ::
@ [ bbsecondtry New My_FNC 2 a8 ® Tdentifiler 2 a8 -§
Edit u;
Duplicate ‘5
Rename :
Delete

Add From Library
Save Ta Library

Import From File

Select Related Wells

Link Plate for Run

STLCC_CPLS_Morrison 1/31/2013
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Genetic Analyzer: ABI, Setup, Preferences, Set Results Folder

:_! 3500 Data Collection Software

MECE=]

P’
\‘ Library Maintenance Tools ¥ Manage ¥ Prefgrences Help ¥ Log Out

Comman Operations

»

7
Quick Start Create Plate
Run from Template

Edit bBxasting View
Plate Run Results

Iaintain
Instrument

Quick View 2 Preferences o [[E][E=]
type filter text Run Setup - e
~ Gauges
System

POPT Polymer Date Format Choase the default file location where sample files will be stored.

Instrument Settings DHARUNSICRO
192 Scheduler Preference 64 9
9% v 1 788 Sequencing Settings S L
> Export
“ Spectral Calibration
Ol User

50cm - & cap Array

Plate Setup
Reparts Settings
312 Samples Remaining Run Setup

315 Injections Perfarmed

Select Preferences
Browse to D:\Runs
Select Class, CRO, Other
Make New Folder for this
run or select existing

i . NormalizationCalibrations & faults Apply fO | d er

Instrument: 3500 Instrument > OracleGM M Pre-He 5 OK
Laser: Off PlateRecard j - .
perature ("Ch: 28.26

EP: Off . Polymer
> L. Program Data perature ("C): 24.95

{51 Injections Remaining) Sequencing Settings
Trace

Trace Print

Trace Quality

Trace Quality Repart:

Browse Far Falder ==

. ResultsGroup

~ Consumables Information . RunMadule
4 . RUNS
CLASSES

Consumable Mame Status : RO umber

Palymer POPT 312 Samples Remaining OTHER 3

Anode Buffer ABC 0 Days Remaining . schedule i 27

Cathade Buffer  CBC 1 Days Remaining < m 4 3 b6

Capillary Array  5lem - § cap 0 Injections Remaining 5 - Serial = L310F06 15

Folder: RO

~ Maintenance Notifications Make New Folder [ oK J [ Cancel Q
Mame |Prior\ty |Notification Daf I - Action =
Clean Autasampler HIGH 11122012 12:00:00 AM Clean Autosampler ® L
Perform Planned Maintenance HIGH 11122012 12:00:00 AM Perform Planned Maintenance ®
Run Performance Check HIGH 11122012 12:00:00 AM Run Fragment/HID and/ar Sequencing Peformance Check R |
Flush Pump Trap HIGH 11122012 12:00:00 AM Flush Pump Trap X
Replace cathode buffer cantaine..  HIGH 11122012 12:00:00 AM Replace cathade buffer cantainer septa R -




Genetic Analyzer: Prepare a Plate

1. Pipette samples mto the plate accordmg to the plate layout (see “Print the plate
laycut™ on page 507,

2. Briefly centmifuge the plate,

3. Werify that each sample
18 positioned correatly
m the bottom of s
well

IMPORTANT! Ifthe
reagents of any well

T et
I ____'\- T
Sample is at the

gontamn bubbles or are bottom of the well

not located at the

bottorm of the well, briefly centrifuge the plate, remnove the plate from the
centrifuge, and verify that each sampldNg poaitioned correctly in the bottem of
its well,

4, Store the plate on 1¢e unfil you prepare the phﬂ:\mﬁ&l‘ﬂbl}f and load the plate m

the mstrument. Be sure to label the SAMPLE
plate on the plate assembly
before loading the centrifuge....

STLCC_CPLS_Morrison 1/31/2013 Page 16



Genetic Analyzer: Prep & Load Plate Assembly
1. Alon the holes in the septa

gnpwiththe wells of the plate,
then fimmly press dewromard Flate mtainar
onibe the plate.

2. Place the sample plate mto the
plate base.
IMFORTANT! Llale sure to -
wse the commect plate base for Secure this

end first on

gandard plates wersus &-tube base then
dnpsand fast plates. Tsing the snap’closed
wrong plate base may affect other end
per o ance.

5. onap the plate retammer (cover) onto the plate, septa, and plate base.

4. “erify that the heles ofthe plate retainer and the septa srip are digned. [fnect
aligned, 1e-assemble and then assemble the plate azsembly.

IMIPORTANT! The array tips will be damaged if the plate retainer and septa smp
holes do ot align eorrectly.
1. Plare the plate mn the autocamnpler wath the labels

fwing you (or the instmment door) and the
notched corner ofthe plate in the notched corner

ofthe atocampler.

2. Close the mstrument door to reimtalize the

STLCC_CPLS_Morrison 1/31/2013 mst ent.




== 3300 Data Cellection Software

Dashboaldl Edit =

=

Library Maintenance Tools = Manage = Preferences Help = Lo

W Mairtenance
| caiirate
Spaial
Spectral
2 Pertormance Check
Seouencing instal Stemderd

Which maintenance task would you like to perform?

Install

Remove

Bubbles

Wash
Pump
and

Channels

Shutdenam
the

Instrument

INSTALL & capillany array

REMOVE bubbles fram the polymer pump

WASH the pump chamber and channels

SHUTDOW™ thie instrument

Fill
Armay
with

Polymer

Replenish
Polymer

Change
Polymer

Type

FILL the aray with fresh pohsmer

REPLERISH the polymer installed on the instrumant

CHAMGE the type of polymer instelled on the instrument
with the option to change arrays

Genetic Analyzer: ABI, Maintenance Screen




Genetic Analyzer: Change the Anode Buffer Container (ABC)

1. Bemovethe ABC from storage.

2. Checle for expiration date on the ABC label to male sire it 15 not expired prior
to or during mtended nse.

3. Allew refngerated ABC to equlibrate to ambient temperatare poor to first uae.

Do not remewe the seal untl yon have completed step &, belos:

2. Install fresh ABC from below

1. Toremoved used ABC, pull
back and downward to release
clips

then push into guide slots

IMPORTANT! Ensure that all the buffer 1= mewed to the larger side ofthe ABC
poar to remesng the seal.

4. “erify that buffer level is at or above the fill ine and checl that seal is intact,

IMPORTAMT! Do nct nse if bufter level 15 too low of seal has been
compromised. A fill tolerancs of £ 1 mm 1s aeeptable.

. Place the ABC into the Anode end ofthe

5. Tilt the ABC slightly (as shown in the figure
below) to male sure most of 12 bufler 15 in the
larger side ofthe container. There should be less
than 1 ml of IX buffer remainang in the smaller
s1de of the container.

6. “erify that the buffer is at the fill line.

7. Peel offthe s=al atthe top of the ABC,

STLCC_CPLS_ Morrison 1/31/2013

. Chclc Refresh
. Chedt the Quicl %1

mstrarent, below the pump.

IMPORTAMT! The EFID label mnst be facing
the instrurmnent (and ned yon ) to ensure that the
EFID information is read accurately by the
instrirnemnt.

. Cloae the instrument doer to re-initalizs.

Meta: Ifyou do not close the nstrument door to re-nitialize, you need to cick
Refresh fiom the Dashboard.

the Dashboard to npdate the screen.

section of the Dashboard for npdated statis after
changing the ABC.

After replacing ABC, Select
REFRESH on the main dashboard
to force the system to read the
RFID tags and update usage
parameters.
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Genetic Analyzer: Change Cathode Buffer Container (CBC)

. Femewe the CBC from storage.

. Check for expiration date on the CB Clabel to malke sure 1415 not exqured pnor
o or dunng intended use.

. Allow refngerated CBC to equbibrate to ambient emperature before e,
. Wipe away condensation on the CBC extenor wath almt-free lab cloth,
. Venfy that buffer level is & or above the fill Line and checl that seal is intact,

1. Toremove CBC, pushinon
center tab to release clips, then
pull forward.

2. Toinstall fresh CBS, push into
position until tabs click into
slots.

After replacing CBC, Select
REFRESH on the main dashboard
to force the system to read the
RFID tags and update usage
parameters.

STLCC_CPLS_Morrison 1/31/2013

6.

&. When ready toinstall CBC, plae the container

10,

11.

15,

Tilt the CBC bacl and forth gently and carefillly to ensure that the tafter is
evenly dismbuted across the top ofthe bafles

Meta Ifyon donot ilt the CBC bacle and forth, the buffer sticles to the baffles,
due to aurface tensicn.

“erifiy that the buffer iz at or abowe the fill line.

on a flat mriace (such as a lab bench) and peel
off the zeal.

Wipe off any buffer on top of the CBC wath a
lint-fiee cloth. Ensure that the top of the
contaner 15 doy.

IMPORTANT! Faillure to perform this action may
resultin an arcing event and terminaticn ofthe
In.

Place the appropriate septa on both sides of the

CRBC. =ia
ign the buffr septa (the part that is — =
5 rical) cwer the 24 heles of the CBC.
b Push the ze ghily mmto the holes to start and then push fimnly to zeat the
septa.

Install the CBC on the antosamnplen

Meta When properly installed, it will cliclcon ¢ FIETIISE
autosarnpler as the tabs are snapped in place.

loae the instmment door to re-nitialize . ".h_{: I -/

CheloRefresh from the Dashboard to update the
SCTESTL
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Genetic Analyzer: Install Polymer
1. Eemowve the polymer fom sterage 4 °C.
2. Allow refngerated polymer to equilibrate to ambient temperature be fore wse.

3. Checl for expiration date on the pouch label to male sure 1t 15 not expired poor
tonae.

IMIPORTANT! Do not nse if the pouch andlar the label 15 damaged or the top
seal 15 mlsang.

d. Peel off seal at the top of the pouch fitment.

Motz ¥ou may cccasionally notice a iny droplet of polymner inside the fittoent
(residual from the pouch filling process). Thas 1= not expected to canse any
perfomance 1zmes.

5. Shde the pouch fitment on to the dot of the lever assembly. Push the lever up o
anap the pench into the connector end ofthe mstmment pump.

Meta: The EFID1abel must be fxing the
mstmument (and not you) to ensure that
the EFID information s read accurately

by the mstmment. FFID label must
facs tis insransnt

. If'a partially nsed pouch s remowed for
later nse, use the mgoested cap o plug
the fitrnent opening and store the pouchunder recommended sorage condihons,

STLCC_CPLS_Morrison 1/31/2013 page 21



Genetic Analyzer: Fill Cap Array with fresh Polymer

1. To fill capllary array wath fiesh polyner (zame type of
polymoer), chol: Fill the Array with fresh Polymer. B

2. Follow the prompts i the Fill Amay
Wizard window:

3. Chcl: Refresh from the Dashboard to
update the screen.

4. Checle the Quicl Wiew sction of'the
Dashboard for updated status after filling

ofthe Capillary Armay wath fresh
pelymer.

from the polymer pump

Femowve bubbles from the polymer pump fluid path before each mn. see “Daily
1nstrument maintenance tades” on page 230 for more information.

IMPORTART Wear oloves while handling polyroer, the capillary amray, septa, or
CBC.
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Fill Array with Polymer
Fill the array with polymer {optional)

To fill the array with polymer:

L Close the instrument door and wait for the green status light
to illuminate.

2. Click ‘Fill Array’. | Fill Array

Wait approximately 2 minutes for the Fill Array procedure to
complete,

3. Click 'Finish’.

To skip this step, click "Finish’.

<Back. | Net> |[__Finsh ]| cancel

Genetic
Analyzer:
ABI
Fill Array
with
Polymer
Screen



1. Inthe Dashboard, ¢liclk Quick Start Run to display
the Select Plate from Library dialog box.

Genetic Analyzer: ABI,
L= Select Plate From Library Quick Start Run

Instructions

Select vow from table 2nd chok on "Lk Plake” button,

Fier: | EETEC R | S-cch: |4

Pl Mame |T1.l|:¢ IDmcrptnn =
1 |3a709Auwn L S=quendng
2 | 3709 Aun 2 S=Cuenong w
¢ | >
Close

2, (Optional) Filter the plates listed:

a. =elest a plate type (you can et

the default plate type in Fiter: | Sequencing -
Preferences, s=e “hpecify the &l
default platetype for the Cpen Fragrert
Plate dialog box on pags 76). plaf Miied 152 + Frag)
b. Findaplatebased onan Searchy | W0

attribute by selecting an
attribute, entering the text to
gearch for, then clicking Go.
{Click Clear to clear the field
and enter different search creria).

Descrintion

3, Helect a plate, then clicl: Load Plate,

4, Clicl Start Bun from the Load Plates on Eun Seresn,
Page 24




1.

In the Assign Plates for Run screen, ¢lick Link Plate for Run.

B 3500 Data Collection Software

¢ Dastboard  Edit Library Meintemance Toos ~ Manage ™ Freferences Hep = Logout

Plate Mame:Sequencing Pate [ HewFlate = [} OpenPlaste + (5 Save Plate

“ @ Tale Yew

|~ Setup

PisShowInWels =~ =] Sclect \Wels

Defne Pistz Froperties
Agsan Pidte Contenis 3 Iz
& | | - SR
&, Fun Inztrumect : = ¢ :

Load Plstes for Run | R

Frevisw Run

rmrnttr Rop .

- . Nzma: Seauenang Plate 1
l.l | Review Resulis .

View Segoencing Reautz

View? FrazmentHD Rasuts OO0 Customize

a -

D
- —%
'\\

| Lirk Pate for ..*7‘1_':_"_‘J

Genetic Analyzer:
ABI: Link Plate
for a Run

Page 25



1.

Aceess the Load Plates for Eun sereen (Flgure 6 on
page 36) from:

- |
& | Run Imstru ot

+ The Assign Plate Contents screen by clicking

Link Plate for Run

+  The navigation pane by selecting Load Plates

for Bun in the navigation pane,

Load Plates for Bun in the navigation pane.

Eoaa Ates far Fun

Freviess Fun

Mioritor Fun

The Dashboard by clicking the Main workflow arrow @ . then sslecting

Him Inlarmation
By i A Bl B b S i 1600

e, SO 1 B

Plates on Insknament

ot el ot e

Ly e Jidlired s sl

Fate & (96 weil) [ vk || Maimm Racart MMEE | facend Furs
W oo Ponkod
Feafer 40 BRI .
P b [CR ]
Tt il
TR I Or-Hex- I
Trcode 35 O7-Har- 283
18 il (H- M-
ok rainjockices Tk M. 1]
= Lormumaisles [nformmation ——
neier | G
. 2oH e haira e (Dayr ani dnenuaraes Degwadon Dade oo Feanbee | Pt Humkasr I
Pobrwer o] I e Fonaireg -] 0= Rern T0HD ] HamT 3153
et bler il Joo e S D b Foiatewe] 12 0 - dan-200B00: . SI-0-N0T TETIRI
“pliniul Bafti L RIRRY T Eil e ] L] - AN IR LEl e by ) LA
ol e Tl - 248 s 1 |ymchoa Foraring 121 0-Jan- 2D 10 WD ] P - Sarial @ 0N 0
= & mdilor s Dol vl b - e L 3 B s BECTARD 7]
o
L Sl P DRG0 14400 i Do S0 00 (TR B P
ity
| Enyeh it | Trebmilip H ekt Ltk Cds | Foudy 08
[ Fiai=i Taraierd T -Hior TR [EATD.IE P Py IOCHOA -TOHIR T

roedts s e | |

k|

Genetic

Analyzer:

ABI:
Load

Plates for

a Run
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Genetic Analyzer: ABI, Run Checklist

* Is the Server Monitor (bottom screen bar) marked with Green checkmark?

« Has oven been pre-heated to required temperatures?

« Have anode and cathode buffer and polymer pouch been replaced (if expired)?
 Are there any bubbles in the pump assembly area?

 Was the cap array filled with fresh polymer?

« Was the correct template used for plate definition (matches prep requirements)?
« Do wellsin the plate have appropriate volume?

« Was the plate centrifuged prior to installation?

« Were all wells of the plate tagged/shaded with the appropriate Assay and
file/folder definitions?

 Has the appropriate plate definition been “linked” to this run setup?

 Has “In-Use” signage been prepared to tag ABI and PC with instructions on how
to label and store plate if necessary?

« After run, has the polymer pouch been removed and replaced with a
Conditioning pouch?
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Monitor the run

When the mjection list 1= configured, elicl Start Ron, The Monitor REun sereen i
autornatically displayed.

IMPORTAMT! You must specify re-injections before the mn completes,

Mote: It talees, approximately, 10 seconds for the matnument to mitialize after the

mstnument door 15 closed. Do not start arun until the instrument status light 15 green.

The Monitor Bun sereen (Figure £ on page 61) 1= automatically displaved when you
elicle Start Eun in the Load Plates for Bun soreen or the Preview Eun scresn, The
current injection s highlighted m gresn in the plate views The mjection st 1=z linleed
to the plate viewr. Clicl an mjection to select the aszociated wells in the plate wiew, A
gzlected mjection 15 highlighted m yellow mthe plate views

L

[l Fesise Frary ()

[ ket tnjmction 13

Correckion Stabus: Conneched
B i B AP0 1 50 B

= InjpeEction List Detals

A imlsctiors crealed < A4 0 Mabe & < 0 0 Babe &

Lhier Mare: Admiroibrator

Bam SERRE: (BUATEG

1 ——ﬁhl.m ;lm I!ucn-en- ilrnl.n.lurthulwn :Hd:u
| ¥ | R | HIER POPed GE S0 Bn 2
z] B Wefiorn_FO HIDI_POR4_G5 347% Fn 3
(] O Wi _FOR_d HIDM_POPed_G5 T4 B 2
:‘| g Wl PO _sl HIDS _MOP4d_35 30 B 2

Lirid Lowgin Tirne: 07 -PMar 2008 11:37:35 AM
Eutwrnated T Remairesg: 03061
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Genetic Analyzer: ABI,Setup/Run,ServerMonitor Log File
Path: 3500-Logfiles-3500Servermonitor.log

J
@uv| .k Computer b ABSW 2LDATA (DY) v Applied Biosystems #3500 » LogFiles - | 4 | | Search |
File Edit View Toals Help
Mame Date madified Type Size
- | 3500Client.lag 471072012 LL20 AM Text Dacument 939 KB
FE. Documents X X X
X ] 3500Clent.lag. L 0/2012 10:37 AM  LFile 2,001 KB
B pictures || 35005erverlag /10/2012 11:09 A Text Document LLTKB
B Music | 35005erverMonitarag 4/10/2012 LL24 AM  Test Dacument LO25 KB
Mare » 7] 35005erverMonitor.log. L 4/10/2012 10:20 AM  LFile 2,001 KB
] 35005erverlog. L 4/10/2012 10:18 AM LFile 2,001 KB
Falders A g S .
i 3500 . L13500ConsumableUpdates... 4/10/2012 10:05 AM  Test Document 176 KB 1. Open as Text file and check for
bin | 3500Daemaen.log 4/10/2012 L1114 AM - Text Document L3I5KE f . I / .
configuration | 3500InstrumentErrarWarn... /2012 9:24 AN Text Dacument KB Success VS- al ure error messaglng
] 35005erverMonitar.lag.? /2012 5:10 AM 2 File 2001 KB H
. Daszman gl = ‘
Data ‘_‘ | 35005erverMonitor.log 3 /2012 6:05 AM 3File 2,001 KB 2 : Reo p en after a m I n u te to See
1 orerom _35005enfer|‘.1on!tor.\og‘-l -.2012 L0LAM 4F!Ie 2001KB progress and CO ntInUIng of Iogglng
15005erverMonitar.lag.5 /2012 1:56 AM 5 File 2,001 KB
. documentation =
e | 35005erverMonitor.log.6 47872012 LL51PM G File 2,001 KB
1 Jl.\censes Sl 0%erverlonitar.loa.? 4/9/2012 9:47 PIM 7 Fil 2001 KB
| LogFiles j 35005erverManitorlog - Notepad El@
) Monitor File Edit Format View Help
| plugins 10 Apr 2002 11:24:12: IWFO Logger [Monitorutils]: - 3500 packages: abikeBasecallerl4 abiLogging abimpcservife abimauipatastore abirealTimereduction .
ab15amp1eF11eGenerat0r abisizecallerll ahispatialcalibration abﬁSqectra]ca]wbrat1on abiwaorkflow abiIgogFragmenglo abirgoqsequencinglo abigasecalloclo
service 10 apr 2012 11:24:12: INFO Logger [Monitorutils 52 - successtully checked package Toad status - Loaded
\ temp 10 Apr t17:  INFO Logder [Monitorutils 3 | eck1n§ running status for webmethods
. 10 Apr 117 INFO Logger [Monitorutils successtully checked running status for webmethods - glnning
3s00serverMonitorlog Datl 10 apr :17:  INFO Logger [Monitorutils Check1ng running status for service webMethods erokerfserver
Text Document 10 apr t17:  INFO Logger [Monitorutils - successTully checked running status for service webmgthods Broker server - Running
D pr 1 t17:  INFO Logger [Monitorutils 32 - checking running status for kB D:happlied Biosystemff*3500
SwebmethodshIntegrationserveripackageshabikeeasecallerldibinvbasecallerls, bat
10 apr 2002 11:24:17: INFO Logger [Monitorutils]:342 - Successfu11¥ checked running status for KB D:\Applfed Biosystemsh3500
— “webMethodshIntegrationserveripackageshabikBBasecallerldibinvbasecallerld, bat- Running
f > 10 apr 2012 11:24:17: INFO Logger [Monitorutils]:118 - checking package Joad status
= 10 apr 20012 11:24:17: INFO Logger [Monitorutils]:127 - 3500 Packages: abikBBasecallerld abiLogging abimg-service abimauipatastore abirealTimereduction
3 B

%uectra'lca'lwbramun abiworkflow abizqoqrfagmentlo abilgoqsequencinglQ abiBasecalloclo
Ty checked package load status - Load

ab1Samp1eF71eGeneratUr abisizecallerll abispatialcalibration ahis
10 apr 2012 11:24:17: INFO Logger [Monitorutils 32 - successtu
Apr 2012 11:24:22: INFO Logger [Monitorutils 3 checking running status for webmethods
Apr 124:22: INFO Logger [Monitorutils Success?u?]y checked running status for webmeth
Apr 124:22: INFO Logger [Monitorutils Chacking running status for service wehMethods
Apr : :22: INFO Logger [Monitorutils - Success?u?]y checked running status for servic
Ap 1 INFO Logger [Monitorutils - checking running status for kB D:\applied Bi
\webMethods\Integrat1onServer\packages\ab1KBBaseca]Ter14\b1n\baseca]]er14 bat
10 apr 2012 11:24:22 INFO Logger [MonitorUtils]:342 - successfully checked running status for kKB DTh\applied Biosystemsh3500
\webMethods\Integrat1onServer\packages\ab1KBBaseca]Ter14\b1n\baseca{]er14 bat- Running
221 INFO Logger [Monitorutils]:1l8 - Checking package load status

= - Running

roker server

webMethods Broker sServer - Running
ystemsh3500

10 Apr 2002 11:24:22: INFO Logger [Monitorutils]: - 3300 Packages: abikBBasecallerld abiLogging abiMpCserwvice abimauibDatastore abirealTimereduction
ab1Samp1eF11eGenerator abisizecallerll ab1spatwa1ca71brat10n abispectralcalibration abiworkflow abiIQogFragmentlo abiIgogSequencingll abiBasecallQdlo
10 apr 2002 11:24:22: INFO Logger [Monitorutils 82 - successfully checked package Toad status - Loaded

Apr 20012 11:24:27: INFO Logger [Monitorutils 3 - Checking running status for webMethods

Apr 11:24:27: INFO Logger [Monitorutils successTully checked running status for webMethods - Running

Apr 11:24:27: INFO Logger [Monitorutils Checking running status for service webMethods Broker Server

Apr 11:24:27: INFO Logger [Monitorutils successTully checked running status for service webMethods Broker Server - Running

Apr 11:24:27: INFO Logder [Monitorutils 32 - checking running status for KB D:Z\Applied Biosystems»3500
\wehMethDds\Integrat1DnServer\packages\ah1KBBaseca1Ter14\h1n\haseca11er14 hat
10 apr 2002 11:24:27: INFO Logger [Monitorutils]:342 - Successfu11¥ checked running status for KB D:vApplied Biosystemsh3500
“webMethodshIntegrationServeripackageshabikBBasecallerldibin\basecallerld. bat- Running
10 Apr 2002 11:24:27: INFO Logger [Monitorutils - Checking package load status
10 Apr 2002 11:24:27: INFO Logger [Monitorutils - 3500 Packages: abikBBasecallerl4 abilogging abiMpCservice abimauibDatastore abirealTimereduction
abisampleFilesenerator abisizecallerll abispatialcCalibration abispectralcalibration abiworkflow abiIgoqFragmentlo abiIgoqsSequencinglo abiBasecalloclo

10 2002 11:24:27: INFO Logger [Monitorutils]:lB2 - successtully checked package Toad status - Loaded
: INFO Logger [Monitorutils B Check1ng running status for webMethods
INFO Logger [Monitorutils successtully checked running status for webMethods - Running

INFO Logger [Monitorutils Check1ng running status for service webMethods Broker Server

INFO Logger [Monitorutils]:7l successtully checked running status for service webMethods Broker Server - Running
Apr 1 INFO Logger [Monitorutils]: - Checking running status for kKB D:\Applied Biosystems\3500

\webMethods\Integrat10n5erver\packages\ab1KBBaseca]Ter14\b1n\baseca]]er14 hat

10 anr 2072 11:24:32:  TMED | ooder [Monitorlirilslaz42 - successfull hecked running
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Genetic Analyzer: ABI,Setup/Run,ServerMonitor Log File

. .
L]
Path: 3500-Logfiles-3500Client.log
L] L]
Dashboard Edit ~ Library Maintenance Tools ~ Manage = Help ~ Log Out
Fiate Name: I oL & i} ‘ | Pause Run [ ‘ Abortlnjection
1
= =R
= @ ‘=| oo Computer » AR SW ZLDATA (DY) » Applied Biosysterns » 3500 » LogFiles = |‘y | | Search p|
& ¥
File Edit View Tools Help
@
o Hame Date madified Type Size -
3500Clent.lag 4/10/2012 L1:20 AM Text Document 939 KB c
T Decuments = E
o 7] 3500Client.lag. L 4/10/2012 10:37 AM  LFile 2001 KB
B Pidures || 3500Serverlog 4/10/2012 LL:09 AM  Text Document LITKR
B Music || 3500Servertonitorlag 4/10/2012 LLL4AM  Test Dacument 363 KB
More » 15005erverManitarlag. 1 4/10/2012 10:20 AM 1File 2001 KB H
Falders v | L0 35005erverlog.l 4/10/2012 10:15 AM  LFile 2001 KB 1' Open aS TeXt flle and CheCk for
3500 | 3500ConsumableUpdates.. 4/10/2012 10:05 AWM Text Dacument 176 KB Pro g reSS an d tl m estam p
bin | 3500Daeman.log 4/10/2012 L1:14 AM Text Document LEIS KB .
: gLt || 3500InstrumentErrorWarn...  4/10/2012 %:24 AM  Text Document M KB 2 . Reo p en after aminu te to see
Daermon L || 35005erveriManitor.log.2 4/10/2012 5:10 AM 2 File 200LKB . . .
e (] 3500ServerMonitorlog3 4 3Fike 20018 progress and continuing of logging
. Data
3500ServerMonitor.log.4 4 4File 200LKB
. datastore =
| 35005erverManitorlog.5 4/10/2012 156 AM 5File 2001 KB
. documentation
jre j 3500Chent.lag - Motepad El@
. Licenses File Edit Format View Help
LogFiles 10 Apr 2012 11:19:21: INFO wmSerwviceManager$5:295 - ——-WmSerwviceManager receiwved message, seq number: -
. Manitor 10 Apr 2012 11:19:21: INFO wmServiceManager$5:295 - wmServiceManager received message, seq
10 Apr 2012 11:19:21: INFO wmServiceManager$5:295 - wmServiceManager received message, seq
plugins 10 apr 2012 11:18:23: INFO wmServicemanager$5:295 - wnserviceManager received message, seq
| service 10 Apr 2012 11:10:23: INFO wmServiceManager$5:295 - wmServiceManager received message, seq
p 10 apr 2012 11:19:23: INFO wmServiceManager$5:295 - wmServiceManager received message, seq
_temo 10 apr 2012 11:19:23: INFO wmServiceManager$5:295 - wmservicemanager received message, seq
3500Clientlog Date modifif 10 apr 2012 11:10:23: IMFO wmServiceManager$5:205 - wmservicemanager received message, seq
Text Document gl 10 Apr 2012 11:18:23: INFO wmservicemanager$5:295 - ---wmsServiceManager recejved message, seq
1 10 apr 2012 11:159:25: INFO wmServicemManager$5:295 - ———wmServicemanager received message,
Datecreats 10 apr 2012 11:19:25: INFO wmServicemanager$5:295 - wmservicemanager received
10 apr 2012 11:19:25: INFO wmServicemanager$5:295 - wmservicemanager received
p— Tu mpr—| 10 apr 2012 11:19:25: INFO wmservicemanager$5:295 - wmservicemanager received
o= | 10 apr | 10 apr 2012 11:19:25: INFO wmServicemanager$s:2os - wmservicemanager received
10 apr | 10 apr 2012 11:19:25: INFO wmServicemanager$s:29s - wmservicemanager receiwv
10 apr | 10 apr 2012 11:19:27: INFO wmservicemanager$5:295 - ———wmserviceManager ) message, seq
10 Apr | 10 Apr 2012 11:19:27: INFO wmServiceManager$5:295 - ———WmSerwviceManager message, seq number
10 Apr | 10 Apr 2012 11:19:27: INFO wmServiceManager$5:295 - wmserviceManager, message, seq number
10 Apr | 10 Apr 2012 11:19:27: INFO wWmServiceManager$s:295 - wmSeryviceMana received message, seq number
10 Apr | 10 Apr 2012 11:19:27: INFO wmServiceManager$s:295 - i received message, seq number
10 Apr | 10 Apr 2012 11:19:29: INFO wWmServiceManager$s:295 - received message, seq number
10 apr | 10 Apr 2012 11:19:29: INFO wWmServiceManager$5:295 - eManager received message, seq number
10 Apr | 10 Apr 20172 11:19:2%9: INFO wWmServiceManager$5:295 - jceManager receiwved message, seq number
10 apr | 10 apr 2012 11:19:2%9: INFO wmServiceManager$5:295 - ———yFerviceManager received message, seq number
10 aApr | 10 aApr 2012 11:19:2%: INFO wmServiceManager$5:295 - - ServicemManager receiwved message, seq number
10 apr | 10 apr 2012 11:18:2%9: INFO wmServiceManager$s:295 Z——wmserviceManager received message, seq number
10 apr | 10 apr 2012 11:18:31: INFO wmServicemanager$s:2e wmservicemanager received message, seq number
10 apr 2012 11:19:31: INFO wmServicemanager$s, - wmservicemanager received message, seq number
10 apr 2012 11:19:31: INFO wmServicemanagerid® - wmservicemanager received message, seq number
10 apr 2012 11:19:31: INFO wmServicemana 5: - wmservicemanager received message, seq number
304 10 apr 2012 11:109:31: INFO wmSeryicem er$s:295 - wmservicemanager received message, seq number
] 10 apr 2012 11:19:31: INFO wmsarvic 5:295 - wmservicemanager received message, seq number
| 10 Apr 2012 11:19:33: INFO wmSer emanager$si29s - wmservicemanager received message, seq number
107 10 apr 2012 11:10:33: INFO wm jcemanager$s:293 - wmservicemanager received message, seq number
10 apr 2012 11:19:33: INFO ervicemanager$s:29s - wmservicemanager received message, seq number
10 Apr 2012 11:19:33 ServiceManager$5:295 - wmserviceManager received message, seq number
10 Apr 2012 11:19:33 wmserviceManager$5:295 - wmserviceManager received message, seq number
10 Apr 2012 11:19:33 wmserviceManager$5:295 - -—-wWmServiceManager received message, seq number: scan
- =
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Genetic Analyzer: ABI, Setup-Run, Shutdown Procedures

Use the Instrument Shutdesm Wizard for shert- and long-term shutd own,

1. From the Mamtenance Wizards screen, clicle Shutdown the E

Instrument,
Remove polymer and put

on Conditioning Pouch Note: The Instrument Shutdown Wizard talces 60 mmutes to complete,
for shutdown

-

2. Followr the prompts in the Instrument
Shutd owm Wizard wind o

Perfonm the appropriate shutdowm procedure
based on the informaticn in the following
table:

IMPORTANT! Place a sonditicning reagent pouch onto the mstrument when
performing metrmment shutdossm,

If the instrument will be unatte nded for . Perform this shutdown procedure .
no maore than 1 week Mo action is reguired.
1to 2 weeks IMPORTANT! Keep the load-end of the capillary array in 12 buffer

to prevent the polvimer from drving in the capillaries. If fluid level is
[caae, add DI weater to buffer solution. Install the new SBC when ready
to resume runs.

for more than 2 weeks Long-term.
See below for long-term instrument shutdown,
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