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Step | Well | Name . agitation - Vi ?E' T e Heat . ma.gnetization . (?Stt)gf
amplitude | frequency (s) Temperature | Time(s) Time (s) Time (s)
1 2 load
2 3 binding low fastest 30 600 20sec, Loop 2
3 1 binding low fastest 360 700 45-mix 360 30sec, Loop 2
4 2 washing low fastest 100 500 20sec, Loop 2
5 3 washing low fastest 60 600 20sec, Loop 2 120
6 4 elution low middle 240 100 70-mix 240 15sec, Loop 3
7 2 unload
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Step | Well | Name agitation ! Volume Heat magnetization ?l"jlt)gf
amplitude | frequency é@? (ub Temperature | Time(s) Time (s) Time (s)
1 2 load
2 3 binding high fast 30 600 30sec, Loop 1
3 1 binding middle middle 120 700 70-mix 120 15sec, Loop 1
4 2 washing low middle 15 500 15sec, Loop 1
5 3 washing middle middle 15 600 5sec, Loop 1 60
6 4 elution middle middle 180 100 65-mix 180 30sec, Loop 3
7 2 unload
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