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Published Projects | Tazonomy Browser | BEequest an Account | Introductory Tutonal Documentation

¥ Batch Extraction
rbcLl: the large subunit of the

4| ribulose-bisphosphate carboxylase & Usemame :I
- rps-trnS: the i ic resi DR ¥ Login
gene; rps-trnS:  the intergenic region B I: .

between gene rps4 and gene

mS;trnl-F: the infergenic region Request a new user account
between gene trnL and gene trnF

fll Visualization & Edit Our Footsteps:
provide a high performance platform 2009-9-11  Statistic information of sequences can export to
that transparently chains programs Excel.
relevant to phylogenstic analysis in a 2009-8-31  Add "Our Footsteps" to home page.
comprehensive, and flexible pipeline. . 2009-8-28  Add MatK gene data to PALPP.
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CopyRight © 2009 Computer Network Information Center, Chinese Academy of Science. All Rights Reserved
Email : palpp@cnic.en

01PALPP T
1.1 H P KRR

i. EWAFP (ROLE_USER): —MRGAMHAGR, il Wi piar. oy Ud
MARGHThRE, e E A AEE . EHNEH =255 WAL B
B PR AESS . FasEA ], BRSBTS RI A .

i.  EMAF (ROLE_GROUP): W& H I YE, ¥ P I bR H 7 Gy
A1) WG MBS E NSO A T, T B AR B, R
THE AP FE 7 A 0. Dhag ERR T ] B AL R AL, 3E Ay — ek
g, e A REdE . AH AL A A

iii. HEZHS (ROLE_ROOT): HREGF LG, ARG IR b 4 # vk


http://159.226.3.34:8080/palpp/index.htm

5E, AT EEEE WS, FREIEH T RS ETTBT B A B AN T
S AL R T A PR T RS REA B A, B A R T RE
beande e W R i m Ak IBRAT R s s S, Ab BRI ]
(FsE i sk AR BT HUE .
1.2 P G e PR
¥ o o/ ft B & ( Request A new user

account, http://phylo.csdb.cn:8080/palpp/register.ntml), Ui 02 Fi7:

Register A New User
Username; | *
Pazsword: | *
Confirm Pazsword: | *
F.eal Mame: | *
Ernail: | *
Institute: |Institute of Botany, CAS j *
Telphone: |
Submit | Feset |

02 ;EMTTE
i BG4 A BAE . IR PTERE ST AR, Horh, Al

> IR 1) A A LI

> )4 (username) HEEHI TR (a-zA-Z). H'v (0-9). FRIZ (O, RikEZ -
Hpk, JF R BB A BEMEC7 Ik, AN L E R IR 7 AR

> ELSZWE44 (real name) ] LAk 9 Srak S,

> Email Vo S HL R b AE (4n: palpp@cnic.cn).

> WFFUHLR Cinstitute) — 500 H A SR = ANr ki,
B YT (nstitute of Botany, CAS);
B ik (Fairylake Botanical Garden);
m {40 (CNIC, CAS) %%,

sl Submit 4241, VEM RS, WHEA S A 03 PR


http://159.226.3.34:8080/palpp/register.html
mailto:palpp@cnic.cn

Eegister Success (Please watt for the permission from admimstrator)
|User11mne |Passwurd| Email |Institude |Telplmne |Real Name
Ixgtest  |mgtest  |g@cniconcnic 58812507 BRI

click here to close window

tegister another user

& 03 iEMAThTam
M RING, RGBT T 5 B B 2 B 16 Email A 8] I & 3% B

g VAR ATIRE 2 HATE o UGk 0 DA
BRI ] A S B O ARl A RE R R g, GRS R R H IR R, RS
WA BE —BHIAE 2T AL Email B, R-HT

1.3 I steHese Gl WA SR

> HEE B

AP K T BEE R E 04 Pra, siidifE# ( Modify
Password, http://phylo.csdb.cn:8080/palpp/user/modifyPassword.htm), #E A B 65 F i

&l 05 T 7s:
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" GMEADRAASTES L -

Phwoienetic analysis of land ﬁ'lants pla‘i:fonn

Wiew Public Data Customize data Esroke Mew Task Customize workdlow Logout
Administrator Panel Welcome User: xgl & dmindstrator Panel
Group User Panel
Common User Panel ~Request list
Admin Application View request list (Latest 10s)
e Users Management
& Wm taxon_i datab |geneformatp1 action
* M 1 Berberidaceae puccore icL oh g rriew data delete
® Diata Submit
more Reguest data
Group Application
e View Diata [ ge Task
+ Customize data i
b Es i Tk Task List (Latest 10s)
o Customize workflow
e Subr PlvateTS ata Job Name Start Time End Time Status | View Result
21250675538053 2009-08-19 17:57:22.0 | 2009-08-19 17:5747.0 | over result
Common Application s1250668882202 2009-08-19 16:01:23.0 | 2009-08-19 16:02:18.0 | over result
® View Public Data 21250662796583 2009-05-19 14:1%:56.0 | 2009-08-19 14:20:03.0 | over result
* Customize date 51250662345258 2009-05-19 14:12:25.0 | 2009-08-19 14:12:25.0 | over result
o frols low Lesk s1250662320585 | 2009-03-10 14:1200.0 | 2009-08-19 14:12:150 | over result
» Task History List e T
g 51250661973776 2009-05-19 14:06:13.0 | 2009-08-19 14:06:32.0 | over result
= Customize worldlow
21250650051574 2009-05-19 10:47:32.0 | 2009-08-19 10:47:59.0 | owver result
Modularization Analysis 21250649849516 2009-08-19 10:44:10.0 | 2009-08-19 10:44:43.0 | owver result
o Alignment Multiple 21250649710078 2009-05-19 10:41:50.0 | 2009-08-19 10:4243.0 | over result
® Cleaning & Editing s1250630231902 2009-08-19 05:17:13.0 | 2009-08-19 05:18:57.0 | over result
® Tiee Reconstruction more Task
» Phylogeny Evaluation
s Visualization Customize workflow
it S e Ewroke a new wotkflow task
* Dodify Password
o Dlodit ofttiatiot

Cooperated by Fairylake Botanical Garden & Institute of Botany & Computer Network Information Center, CAS

CopyRight © 2009 Comnputer Network Information Center, Chinese Academy of Science. Al Rights Reserved
Email : palppi@enic.cn

& 04 ARP#EANR@E

Modify Password:

I *
I *
Please confirm the new password: | *

R EEME

Pleasze input the old password:

Please input the new password:

& 05 A PZR3iEN

F P B SR At IHE R, DLACHT S i a0 68, s Submit $ A& iy
> HE BB
e E St s R (Modify Information,

http://phylo.csdb.cn:8080/palpp/user/modifyInformation.htm), #E A& 0 % KL S i i & 06
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B

Modify Information:

Real Name: |HFIAF |
Email: |pa|pp@cnic_cn | x
Institute: | CNIC, CAS v *
Telphone:  |58812587 |

06 2B 4 R

1.4 HPEH CGEFHFD
H S ae LR AEA A B B . X P AT R R AN REAE T .

2} Phylogenetic Analysis of Land Plants Platform dim

Microsoft Internet Explorer

=181x|

HHHE SEE FEW WER@ TROD #Eh

| ar

QFE -0 - &) | OsE k|- LB 1 B

HilE(o)

T HRARRARETS L -

Phylogenetic analysis of land ﬁlants platform

BEEIEE

Panel | WiewSequeceData | CioupUserPanel |  CommonUserPanel | Logout
Administrator Panel Welcotme Administrator: lxg!
Group User Panel
Common User Panel ~Manage Users
New Register Users (Latest 10s)

Admmin Spplication Tnstitute Role
e L Lxgtest Computer Network Information Center, CAS|Common Userl enable
e request mamagement
o DataUpdate imztest Cormputer Metwork Information Center, CAS|Common Usar| enahle
o Data Submit AR

Group Application [ Request list
* View Data
0 ErEmEn i View request list (Latest 10g)
 Evoke Hew Task
o Customize workflow mumber| taxon_name |datab t i
« Subgit Private Data 1 Embryophyla nuccore nads gb oot |delste

2 Hypnales mccore madS gh fane  [delete

Common Application 3 Embryophyta  muccore pad5 gh jane  [delete
o View Public Date b Fapaveraceae uccore |nadS jgh jane  [delete
* %k 5 Papaveraceae  muccore rbcle gh jane  fdelete
o Evoke Hew Tas -
e 6 (Gretophyta mccore  thel jgh exing  [delete
. ﬁsmme v fr [Gnetophyta mccore  rhel [gh exing  |delete

& Dendrocerotales muccore  rhel gh t idelete

Modularization Analysis 9 Dendroceratales muccore  rhele igh jane delete
o Alignment Multiple 10 faplotritr ore rbcL jgh o0t [delete
& Cleaning & Editing more user rsqusels
® Tree Reconstruction o
« Phylogeny Evaluation Bulbath Spanse D
o Visualization [ Update Data

Account Management View Update Sequence History (Latest 10s)

& Modify Password
o Modify Information 2009-08-19 23:56:08 updated sequence by adminsirator, 481
sequences added!
2008-08-19 21:31:43 updated sequence by luhm, 431 sequences
added|
2000-08-10 21:05:06 updated sequence by fuhm, 431 sequences
added!
ANN9-N&-19 NR1517 imdated serenee by dane 481 Ardedl LI

] [
H o7 EERERTE

[ 1nternet

E RGBT, HEEY B B 35 BT Chttp://phylo.csdb.cn:8080/palpp/admin/index.htm)

WK 07 fis:
> ARG IEARTEEN T
B EFHH SRS


http://159.226.3.34:8080/palpp/admin/index.htm

m R AR
W A AL
m TR A
VRN Y S N )
> AR A B 10 LU A

B,
W SR N
B R

B PR
HIHHHA PSS BT ZEL MR (214, EEAHRT
username. institte. FEA (7 Role 255 KL, sdiXf N fF) enable B5#:, ] DL #ZIE &4 .

All Users (Latest 20s, 20-28 in 20s)

real

[msername Institute Email Telephone Role Confirm
name
4L . - . . uperade
isharo szhg [ {@hotmail com (135 801 /Group User | disable
- . N . upzrade
[faningii szbg i :ohu.com I L] 1B9Group User | disable
Wang Wei ibcas " 27 @ibcas.ac.cnjt \Administrator | disable | To T
[ = . . Common ) upgrade
welcome (B Chic : gmail com ¥ dizable
[User
miangxg ibcas o acas.ac.cn ¢ Group User | disable s
. . . Common upgzrade
xiaol23 cnic [ ail com ( dizabl
gﬂl US-E:I’ Sarle
et cnic E cnic.cn Group User | disable upgrade
Zhenmog Chic e Ciic.ch 13 Cvom.mnn disable | = ade
[User
zhifel szbg 1 Jtravelsky.com (10 Comman disable | = =

U=er

15 Next Last
08 AP EEAHE
s B TR A ER 2 o morediE 4 (http://phylo.csdb.cn:8080/palpp/admin/userlist.htm )
BENPTAT H 8 B S A ) 08 o, LS AZE T T P R LR ANE
> R AR
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B BRIk Cenable);
B R4k (disable);
B JHRK At (upgrade);
B R E (degrade);
B EFTLUBIERIK )T (delete).

WG TITH, Confirm —#%, RBFEHIK S (BOWREMK) E/Rk “enable”. “degrade”.
“delete”; TR/ o “disable”. “upgrade”. BJlJ& HBETFZ% O Isam K 7, P4 g,
HMER C ARG, MIERIK 7 HBE A AR o] 7 (BF Common User)

Horpr, 00 LR BT S S R AR B LR P, root I R LU BT R
2 HEE R E R R RS

REHEERST -

3 HUEAFESHT T RS

NSOy GRS )P, B R CAEdE (O RIAIE B - ) DAfEEH
YLNBRAT AR BT AL T AR

B kb 3035 2 ) EHIEL R (Multiple Alignment). J3414#%8 (Cleaning & Editing). #5
HIPEAS (Model Estimation). 44 (Tree Reconstruction). " ¥4k (Tree Visualization) %5it
.

1.1 Wizard B AL PR FE

e 5 (Common User Panel, http://phylo.csdb.cn:8080/palpp/user/index.htm), ri

7 Evoke New Task ( http://phylo.csdb.cn:8080/palpp/user/work.htm ) 3t XN %% 4% 4t 22 5L

(http://phylo.csdb.cn:8080/palpp/user/work.htm), Fifii b5 A [ SAT45 413 (Bedlt =4%), i
dimorefi 4 il LA AN B G AT AR5 AR,

(L H, WP PR (B 09), Wi/ FI)n, i Add %ldsm, #xid
B N7 next 425, BN

(2) BJa, wn (B 100 PFrosdti, v L SRR PSRRI 0, 38 mT AR

LRIEFH, it Goon HEAN T —;
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Welcome User: bzg! Common User Panel

Alignment Multiple
Cleaning & Fditing
Model Estimation
Tree Reconsiruciion

Tree Visualization

Task List (Latest 35) more

Job Name Start Time End Time Status | View Result
s1250675838053 2009-08-19 17:57:22.0 2009-08-19 17:57:47.0 over result
1250668882202 2000-08-19 16:01:23.0 | 2009-08-19 16:02:18.0 | owver result
1250662796583 2009-08-19 14:19:56.0 | 2009-08-19 14:20:03.0 | owver result

Data Batch Extraction Please choose the data,

 Search Parameters

Tazonoric category:

IGenus 'l

1

choose the best seqence number:

 Search Scope

Your tason name:l

Search |

Gearch Scope:l ---root-—- vl

add==
del<=

r Your Own Sequence

The sequence format is fasta:

B 09 & F5I40RE

Welcome User: =gl

Alignment Multiple
Cleaning & Fditing
Model Estimation
Tree Reconsiruction

Tree WVisualization

Data Batch Extraction

¥ =£chlye AVVCFREBCL
W =Berberis MHOCPREBCL A
W =Bongardia  BOGCPRECL
W =Caulophyihum_ £ F190441
W =Diphylleia DVHCPRBCL
¥ =Diysosma_aAF072454

™ =Epimedium_EFPDCPRBCL
™ =leffersonia_JEFC'PRECT.

¥ =Handina_HADREBCT.

¥ =Podophylhen_AFI93716

¥ =Ranzania_BAZCPRBCL

¥ =Sinopodophylham_ AFOT9455
¥ =V ancouveria_ DOQ236146

Goonl

B 10 EFHRFS




Welcome User: lzg!

Alignment Muliiple
Cleaning & Editing
Mode] Estimation
Tree Reconstruction

Tree Visualization

Data Batch Extraction

>Achlys AYYCPRBCL

gagcgctggaticasage goatatiaaagattacasattgacttatiatactcotgacta. .
=Berberis MHOCPRBCLA

gtattagaticasage gagtattasagatiacasatt gaattatiatactcctgactatg.
=Bongardia BOGCPRBCL
aagtgctagattcaaagoggatattaaagatiacaaattgacttattatactcctgaata.
=Caunlophyllum_AF190441

3aactasagraagtattggaticasage geatattasagattacasattgacttatiata. .
>Diphylleia_DYHCPRBCL

aagtactggattcasage ggatattanagattacasattgacttatiatactcctgacta.
=Dysosma_AF079454

aagtgttagaticasagrgggtattasagattacasatt gaattattatactcctgacta.
>EFpimedium_EPDCPRECL
saginttggaticasagrgogtattasagatiacaaatt gacttattatactcctgacta. .
=Jeffersonia_JFFCPRBCL
aagtgrtogattcasagoggotottasagattacasattaacttattatactccglaacta.
>Nandina NADRBCL

>Podophyllum_AF093716
acagagactaaancaagigntggaticcaagegggtecinaagatic cnnattgacttat. .
>Ranzania RAZCPRECL
aagtattogaticasagcggatattasagattacaaattgacttattatactcctgacta.
=Sinopodophyllum AF079455
atgtcaccacasacagagactaaagraagioctogaticasagogodtattasagatiac.
=Vancouveria_DQ923616

gitggaticccage ggataiianagattacasatigaatiatiatactcctgactatgta.

Start Wizard Run |

One Click Run |

11 EEFABLHURFMRER

(3) BAAENMACEIEIEEANGE S B (B 10, s Start Wizard Run $4] 1F
A Wizard B0 b M FE st fE, il One Click Run 2241 it A\ — % =0 ab B Fe it B

(4) 5iliStart Wizard Runi: A\ Wizard 4 F i f

(http://phylo.csdb.cn:8080/palpp/user/wizard.htm), HEARF, £ ISR AL GRS
%&%ﬁﬁﬁﬂ‘]‘ﬂ%{élg\’ 12 F)-TZT—\A)O %’?%HZ”’ Eﬂﬂi&]\ﬁiiﬁﬁo

The Program i1s Fumming at Thua Aug 20 10:47:46 C5T Z0049,

12 IBREFZITIR™

(5) —ANEFEERS (Alignment Multiple), i1 (& 13 fizr).


http://159.226.3.34:8080/palpp/user/wizard.htm

Aliznment Liultiple Cleaning & Editing Tiee Reconstruction Phylogeny Evalyation Visualization Logout

Welcome User: kxgl Common User Panel
Batch Extraction Result: s1250736274030 fasta Redo
 Atignment Multiple Pleaze choose the method to alignment roaltiple:
Cleaning & Editing
& ClustalW (Emma, Seqence)
 ClustalW-WPI (local PCY
Tree Reconstruction © ClustalW-MPI (cluster)
 ClustalW-MP1 (Dempcomp 70003

Model Fstimation

Tree Visualization

Parameters Setting Panel
 Slow align options

Do you watit to carry out slow pairwise alignment? I fes 'I
Slow pairwise alignment: gap opening penatty [10.0

Slow pairwise alignment: gap extension penalty IU-1

Fast align options

Fast paitwise alignrment: sirmdlarity scores: K-Tuple size |1 (default iz 1 for
protet, 2 for macleie)

Fast paitwise alignrment: sirmdlarity scores: gap peralty |3 (default iz 3 for
protet, 5 for macleie)

Fast pairwise alignment: sitndlarity scores: mumber of diagonals to be considered

g (default iz 5 for protetn, 4 for nucleic)

Fast pairwise alignment: sitndlarity scores: diagonal window size |5 (default
iz 5 for protein, 4 for nuelsic)

Fast paitwise alignrment: sirmdlarity scores: suppresses percentage score? IYES 'l

r Gap options
Mittiple alipnment: Gap opening penatty [10.0
Lultiple alignment: Gap extension penalty |5-U
Use end gap separation penalty? | ¥es =

Gap separation distance |B

Mo residue specific gaps? IE,

List of hydrophitic residues |[SPSNDOEKR
Mo hydrophilic gaps? IYes vl

Submit And Mext |

& 13 Alignment Multiple # X\
DU A A5 b7 24 T RIRHEC) 70 Bt S (fasta #6620, JRERMUE NEL, 38w LU

ili Redo #E#2 T i AR .

VE: ZEFFIY (EERA ClustalW BT #ESHBAIAER, QST
(Emma, Sequence). AHLIRS2:IAT (MPI, local PC, B4t 8 N CPU). WIEEIRS
#IHFAT (MPL, Cluster, BZ#REE 16 A CPU). BLIHEHIIHAT (MPI, Dempcomp7000,
BARRMERS). SH BRI (http://phylo.csdb.cn:8080/palpp/user/customize.htm) 24t
BTSSR E TR
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Phylopnetlc analysm of land plants platform : Sl =
Ali ent Multiple | Cleaning & Editin | Tres Reconstruction Phylogeny Evaluation Vigualization Logout

Welcome User: Lzg! Common User Panel
Aligrment Multiple Result: s1250736274030.aln  s1250736274030.dnd

Alignment Multiple
If the following loads unsuccessfully, Please download IRE(above wersion .00 and install it manually.
P Cleaning & Editing File Edit Select Wiew Format Colour Caleulate  Help
. ) 10 20
Model Estimation Perefs MEGOPRECEN  Coll e iUiialle il ataii L
. Rarzamia_RAZCPRECL - - - - - o - o e o e e s AT
Tree Reconstruction e E POCPRBGES R N R e e e BAGINT TGS,
. L Vameowweds_DERI23E16
Tree Visualization Achiys AYYCRRECL

Padophyllue_AFOS3T16
Sinopodophyilua_AFO7I45S ATBTCACCACAAACABAGACTALA
Oysosma_AFOTIIEE o e e e e e e e e e e e e o
Ciph s BYHCERECEL,, i USRI e U e B AGTG
Borgamiz BOGGERBOL =« o e e e e e e e e e v AGTG

Caulophyllam_AFI9044Y - - - oo o o h e e e AAACTAAAGCAAG
Jefersonia JEFCPREBCL - - - & o e e e e e e e e e o oo oy
Manding_MADRACL NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
-
Consensus

............ ACAGAGACTAAA+CAAGTETTGGATTCARAGLGGE

A1 *

Sequence T 1D Sinopodophylium_AF0T3455 Mucleotide: Guanine (3)

Submit And Mext |

Cooperated by Fairylake Botanical Garden & Institute of Botany & Computer Network Information Center, CAS

& 14 Alignment Multiple 53R &Cleaning & Editingi# A
(6) 2 —/MbFEFL S (Cleaning & Editing), [l 14 iR,

U b7 3840 T WA T B B 45 FSCF Caln SCHERT dnd S, 445 R 3k
T AE 3R T s AT D IS o, i Alignment Multiple 3248542, wl LU, B

B E B BRIAT BT

E: TSP BRERMERIREZ AP BT ERRIE, AHEZRR.

U AR E R T JalView Applet 7R T RIZE R aln SCFF, IFnf DLEEAT e (44 5k
FREMAE), ili File->Output To Textbox->CLUSTAL, #ift I ]I 2 i 1) 45 BRS04 A 2%
w7 Save #Hll, FEIORIRAFRY), KH] close RIH] .

LG, WATLLEREN T

SR Rl Submit And Next HEN F—2 .


http://phylo.csdb.cn:8080/palpp/user/ProcessInput.htm?type=1
http://phylo.csdb.cn:8080/palpp/user/ProcessInput.htm?type=1

Welcome User:; Ixg! Common User Panel

Cleaning & Editing Result: z12507362740530 other aln

Alignment Multiple

Subrmit And Mext

Cleaning & Editing
} Model Fstimation

Tree Reconstruction

Tree Visualization

&l 15Cleaning & Editing%5

(7) F=AEHEEES> (Model Estimation), & 15 iR .
TUTHT bR AR i 1 SCPF Caln A% X, 457 B0 R gmiB N E— B4R aT Y aln 40,
JFROE NG v 2Ly P D SR OB RE T LU, DR 2 D BRI T EO R AT
E: AP, RRAE (V10 BARMII6E.
il Submit And Next #Z41H3EN F—25,

(8) HEPUANKLFEE 4 (Tree Reconstruction), & 16 s

Welcotne User: bzgl Comemon User Panel

Alignment Multiple
Cleaning & Fditing
Model Fstimation

P Tree Reconstruction

Tree Visualization

Please choose the method to Tree Reconstruction:

VL

LIF
trrBaryes
fdniac o

AN s

~ Parameters Setting Panel
FMutrber1-9% of substitution rate categories | Cdefault 13
Fate for each categoryl
Transitionftransversion ratio | (defalut 200

Usze empirical base frequencies from seqennce ingput? IYBS 'I

Basze frequencies for A C G T/AT (use blanks to separate) | (default:0. 25
0.25 0.25 0.25)

Fate wariation among sites IGamma distributed rates LI

Coefficient of variation of substitution rate armong sites | (defanlt: 13
Mumber of categories (1-2) I (default: 13
Coefficient of variation of substitution rate atnong sites(humber 0001 or rmore)
Cdefanalt:1. 07
Iumber of categories (1-9) including one for invariant sites | (dlefault: 1)
Fraction of irvariant sites | ( default: 0y
IMunber of HIVIW rate categories | (default: 1)
HIVID category rates I (default:1.0%
Probahbility for each HIWILW category | Cdefault: 1. 0%

Fates at adjacent sites correlated? INU 'I
Ilean bloclk length of sites having the same ratelthamber 1,000 or more) |

(default:1.0)
Mumber of times to randomise]Integer 0 or more) I [ default:0)
Fandorm munber seed between 1 and 32767 (rmust be odd) | (default: 1y

Global rearrangements? | Mo =
Usze branch lengths from user trees? I Mo *I

Submit And Mext |

Cooperated by Fairglake Botanical Garden & Institute of Botany & Computer Hetwork Information Center, CAS

16 Tree Reconstruction A\


http://phylo.csdb.cn:8080/palpp/user/ProcessInput.htm?type=1
http://phylo.csdb.cn:8080/palpp/user/search.htm

T AR A AR PO R IE A 77, ML MP CEEANEEAE) . mrBayes (I8 47 A EE,
PIAHEREAEAD . fdnacomp CRIARME) %o s ARG VAR S S 40 B AR . A%
BALFZH, Wk 1.

s Submit And Next 3EN T 08 (F51EF mrBayes HHATHAE, B4 SR AH 2 K 1],
T RE o M BLERL TP ITRONE DL, IXAHHEREAE A — B (AR D .

Welcorme User: zg! Common User Panel
Eree Feconstriction Fesult: s1250736274030 treefile
other files:

Alignment Multiple
s1250736274030 fdnamllk

Cleaning & Fditing

Finish |
hodel Estimation
Tree Reconstructon

b Tree Visualization

17 Tree Reconstruction £5 5%
SER TN AWK 17 s, i Finish 3EA SR

Alignment Multiple Cleaning & Editing Tree Reconstruction Phyvlogeny Evaluation Visualization Logout

Welcome User: xt! Common User Panel
Result and Intermediate File List:

Alignment Multiple
Batch Extraction Result File: s1250668738136 fasta

Cleaning & Editing
Alignment Multiple Result File: s1250668738136.aln
Model Estimation

Tree Reconstruction Cleaning & Editing Result File: 12306687381360ther.aln

Tree Visualization Converted Format Result File: 1250668738136 phy

Tree Reconstruction Result File: s1250568738136 treefile

BE5)”

— Tapeinidiu
L

o -
Pteridophy
[ Dendremeoo

anni

Eschscholz

Sanguinar

Dicranosti
Platystema

Stylopharu
Hylomescan_

=
[

Chelidoniu

Candalis_
L g,
Cysticapne
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& 18 Tree Visualization
(9) A4Sy (Tree Visualization), & 18 Frxs.



PO ARSI TP IR BRI S RSO, St R 3. RN T 2B, WEH] ATV
Applet TR o 5T ARG ) - Aol 1) LAAE I 5E

(10) Wizard i 78 5¢ #¢ J5 » il B R AE R0 5, JFAEAE %5 4 £ (Task
List, http:/phylo.csdb.cn:8080/palpp/user/taskList.htm) {75 ik

12 —H R

3.2.1 AL I

(1) EFEsEpr e LB 51)5, middi One Click Run ZE A\ — 8 g Al e

—HEA BT TR S HORE, AR CRCE A sE S 8 R
TEZHOE, WEBAHRENS . BT 19 Jis.

&\ HOME 3 | Enslsh

T HMENRAAEEs L -

Phylopnetlc analysm of land ﬁlants platform
Wiew Public Diata Customize data Evoke Mew Task Customize workflow Logout

Welcome User: Lzgl
Data Batch Extraction

Alignment Multiple
Cleaning & Fditing =Achlys AYYCPRBCL
L aagcgotggaticasage oot ottasagatiacasatt zactiattatactcctgacta.
A RO >Berberis MHOCPRBCLA
Tree Reconstruction gtattggaticasage gootottasagatiacasattgaattattatactcctgactaty,
>Bongardia BOGCPRBCL
Tree Visualization aagtoctggattcasagoggotottaaagattacaaattgacttattatactoctgaata,

>Caulophyllum_AF190441
aaactasagraagtottogaticasagoogotottasagattacaaattgacttattata.
=Diphylleia DYHCPRBCL
aagtactggaticasagoggatattanagattacasattgacttattatactcctgacta. .
>Dysosma_AF079454

aagtattggaticasagc ggatattasagatiacasatt gaattattatactcotigacta.
>Epimedium_ FPDCPRBCL
aaginttggaticasagcggatattasagattacasatt gacttattatactcctigacta. .
=Jeffersonia JEFCPRBCL
sagtgctggaticasagoggatattasagattacasattgacttattatactcoglacta.
=Nandina NADRECL

>Podophyllum_AF093716
acagagactaaancaagtgntggaticcaagegogtoctnaagaticonnattgacttat.
>Ranzania RAZCPRBCL

aagtgttogaticasage gogtattasagattacasatt gacttattatactcctgacta.
>Sinopodophyllum_AF079455
atgtcaccacasacagagactasageaagtoctgoattcasagcggotattasagatiac. .
>Vancouveria_D(Q923616
gitggaticccagoggatottasagattacaaatigaatiattatactcctgactatgta,

Start Wizard Run |

One Click Run |
Cooperated by Fairylake Botanical Garden & Institute of Botany & Computer Hetwork Information Center, CAS
B 19 —#XFIETE
(2) il One Click Run #EAF NS Hi B i, 181 20 Fror.



http://159.226.3.34:8080/palpp/user/index.htm

Welcotmne User: Izg! Common User Panel
One Click Run ---- Choose Specific Toolkit

Alignment Multiple FPlease choose the method to Alignment Multiple:
Cleaning & Editing

= ChistalW (Ermma, Seqence)

" ClustalW-WFPI (local PCY

Tree Reconstruction © Clustal'W-WFPI (cluster)

7 ChustalW-WIP1 (Dempoomp 7000)

Model Estimation

Tree Visualization

Please choose the method to Tree Reconstruction:

& WL
o WP
 mrBayes
" finacomp

One-Click Run |

20 —EXSERETH
AETZ LT 8 B T s ERE I e 22 AN S SR BT R AL BE 5 X, — AN 2 P4 texd ik

F£CAlignment Multiple): ClustalW(Emma, Sequence ) ClustalW-MPI(local PC). ClustalW-MPI
(cluster). ClustalW-MPI (Dempcomp7000) %5, % —MERM it (Tree Reconstruction):
ML. MP. mrBayes. fdnacomp %%,

EFEUF )R, middiOne-Click RunfZ#l, JFinihAr. UUi Bk 2I4E 55 41 & Won (Task
List, http://phylo.csdb.cn:8080/palpp/user/taskList.ntm), Il 21 i,

) HOME X I.Ensllsh

T puEnssssTs o -

Phyln*netlc analysis of land plants platfoym e ? :
WView Public Data WView Task List Customize default parameters Evole Mew Task . Logout
Welcome User: bzgl A dministrator Panel
Task List
Job Name Start Time End Time Status Pause/Resume| Shutdown |Result |De]ete
s1251082364803 | OB A8 2301019:03:33 Eel normal|  Pause Shutdown
First Previous Next Last
210ne-Click {F&%
3.2.2 T4

e E%H (Common Panel, http://phylo.csdb.cn:8080/palpp/user/index.htm) = a] LA
BEFUTEHER (B e+, JET IEE 458 (result) » 7EAT 455 P41 22 FAHT (Task

List, http:/phylo.csdb.cn:8080/palpp/user/taskList.htm) v, 7 DL B —4 AT AT S

T4 F R E 22 iz, 45 JobName ((F4544, ME—#Fr7n). Start Time (fE45 A0
[d]). End Time (fE4558INH]) . Status (fE45IRAS, normal A 1E % 4T over HFAT5EEE
paused 4 V15 ). Pause/Resume ({5 E{HE fH4F55). Shutdown (GCHIEERATIRAESS ).


http://159.226.3.34:8080/palpp/user/index.htm
http://159.226.3.34:8080/palpp/user/index.htm
http://159.226.3.34:8080/palpp/user/index.htm

Result (A HAT4HATE H) . Delete (MG 24T55).

Welcome User: bzgl  Administrator Panel

Task List
Job Name Start Time End Time Status Pause/Resume Shutdmm_|Resu.lt |Delete
s1251083138808 | 2000-08-24 11:05:45.0 normal Pause | Shutdown
51251082364803 | 2000-08-24 11:03:33.0 | 2000-08-24 11:.0542.0 || over 1l | result | delete

Fist Previous MNemt Last

& 22 {£5%51%
riihi result B4, K AF Dy AT S AT S . a0 LT Wizard (1) Finish St .

1.3 i B CiRA Bl b B
Hyn a P Wizard YRR A0 AR B FE o] D] B C4RAT AR G A SO ot il A 11
fasta SCIFL ROB TG 2400 aln SCAF AT AR BT i SRR SCAE45

FERD P R A TR AL T BRI 23 iR
sk T P P PR SR R T A S Ak PSR 1 i A\ T

(1) Alignment Multiple Chttp://phylo.csdb.cn:8080/palpp/user/Processinput.htm?type=0);

(2) Cleaning & Editing Chttp://phylo.csdb.cn:8080/palpp/user/Processinput.htm?type=1);

(3) Tree Reconstruction Chttp://phylo.csdb.cn:8080/palpp/user/Processinput.htm?type=3);

(4) Tree Visualization Chttp://phylo.csdb.cn:8080/palpp/user/Processinput.htm?type=4) %%,



http://159.226.3.34:8080/palpp/user/ProcessInput.htm?type=0
http://159.226.3.34:8080/palpp/user/ProcessInput.htm?type=1
http://159.226.3.34:8080/palpp/user/ProcessInput.htm?type=3
http://159.226.3.34:8080/palpp/user/ProcessInput.htm?type=4

; s

T GHENFARSES

Phﬂﬂ;enetic analysis of land ﬁlant's platform

View Public Data Custormize data Esroke New Task Custormize wotkflow

A dministrator Patel
Group Uzer Panel
Cominon Uzer Panel

Welcome User: gl Administrator Panel

 Request list

Admin Application
o [zers Management
® request mamagement

o Data Update
& Data Subimit

View request list (Latest 10s)

|numb ertaxon_name|datab aselgeue fi ul'matlpru cess| action
|1 Berheridaceae nuccore pr'bcL zh l]xg

more Request data

rriew data delete

Group Application
o View Data

 Manage Task
& Custosnize data

o Ewoke New Task

e Custommize workflowr

Task List (Latest 10s)

Subinit Private Data

Common Application
Wiew Public Data

Job Name |

Start Time

51251083138808

2009-08-24 11:07:03.0

End Time

Status

View Result

over

result

s1251083138898

2009-08-24 11:0545.0

2009-08-24 11:07:19.0

over

tesult

51251052364803

2009-08-24 11:03:35.0

2009-08-24 11:03:42.0

over

result

* Customize data

o Ewoke MNew Task

o Task History List

* Customize worldflow

more Task

Customdze workflow

Ewoke a new workflow task

Mlodularization Analysis
* Aligrmment Multiple
o Cleaning & Editing
s Tree Reconstruction

» Phylogeny Evaluation
o Visualization

Account Management
o MIodify Password

o DMlodify Information

Cooperated by Fairylake Botanical Garden & Institute of Botany & Computer Hetwork Information Center, CAS

B 23 R S TRy

"NIHI LA Tree Reconstruction Ayl 7~ (CHZE AL BRAE 2R .

Data Input

Alienment Multiple
Upload your sequence file, Aln format;

Mﬁn.l

Cleaning & Editing
Model Estimation
Tree Reconstruction

Tree Visualization submit And Mesxt |

B 24 MRS 2R STHAN SR E
R AR IS RE A AT, SR A SO, JEFEA RS Caln

) J5, Submit And Next #2400 H . i Submit And Next #2481 5, _bBA4L 0, 545 %)



HEAFIRALSC I SRR E S (B 25D,

T BNEDRAEETEs

Phjﬁ"ﬂnetic analysis of Iaml-ﬁlant's pla"tform

Aliznment Multiple [ Cleaning & Editing Ttee Reconstniction Phrlogety Evaluation Vigualization Logout

Welcomme User: bzg! Common User Panel

Alignment Multiple
Please chooge the method to Tree Reconstiruction:
Cleaning & Editing
s & ML
Model Estimation o MP
} Tree Reconstruction ' mrPayes
© fdnacomp

Tree Visualization

 Parameters Setting Panel
Number(1-9) of substitution rate categories | (default 1)
Rate for each category |

TransitionAransversion ratio I rdefalut 2.00

se empirical base frequencies from seqeunce input? | Yes ¥

Basze frequencies for A © G T/J (use blanks to separate) | (default:0.25
0.250.250.25)

Rate variation atnong sites |Gamma distributed rates j

Coefficient of variation of substitution rate among sites I (default:1)
Number of categories (1-9) I (default: 1)
Coefficient of wariation of substitution rate atnong sites(Murnber 0.001 or tnore)
(default:1.0%
Number of categories (1-9) including one for invariant sites I (default:1)
Fraction of invariant sites | (default0)
tMurnber of HIVIM rate categories | rdefault: 1y
LA ot ammerr satar I FAdafaadtd My

B 25 Wbt EAIEERE
BB 5 Wizard Run K BEFTASA AN A 2 A AE T 22 TA RS AL AR BB 1, AR LMt
MIFG A BIT UG 1 913R 542 (45 LA Tree Reconstruction 746, U2 /i 1) Alignment Multiple-
Cleaning & Editing. Model Estimation 534 A A] [H]iE ),

BE eSS, Ml Submit And Next N F—35, HAREAERFT.

AbEE R R LS RS, finish W R ST, 5 2 17 Wizard Run AbH 5 (1) 58 S TG BTAS R A
HE R MWIHE P B SE R aE R, LD BRA T Bon. 1 H, B Q8 AL L FE A
MEFHIZRF (HIALRLE).

1.4 WPRRAFEVE SHRE

[

LEH S50 (Common Users Panel, http:/phylo.csdb.cn:8080/palpp/user/index.htm) il



http://159.226.3.34:8080/palpp/user/index.htm

Customize Workflow Chttp://phylo.csdb.cn:8080/palpp/user/customize.htm) #54%, HEAALH

FEGIE 2 Bt B 01 B 26 Fios.

Welcome User: Legl A dministrator Panel
Pleaze choose the method to set defaolt value:

& ChustalW (Emmma, Seqence)

€ ClustalW-MP1 (local PC)
 ClustalW-MPI (clister)
 ClustalW-WPI (Dempeomp 70003
WL

NP

© mrBayes

© fdnacomp

r Parameters Setting Panel
Slow align options
Do you warnt to carry out slow pairwize alignment? IE,
Slow pairwise alignment: gap opening penalty [10.0

Slow pairwise alignment: gap extension penalty |U-1

rFast align options

Fast pairwize alignment: similarity scores: K-Tuple size |1 default is 1 for protein, 2 for nuelsic)

Fast pairwize alignment: sirilarity scores: gap penalty |3 (default is 3 for protein, 5 for nuclec)

Fast paitwize aligiement: sitnilarity scores: mamber of diagonals to be considered |5 (default is & for protein, 4 for
nacles)

Fast pairwize alignment: sitrilarity scores: diagonal window size |5 (default iz 5 for protein, 4 for muclec)

Fast pairwize alignment: sirrilarity scores: suppresses percentage score? I\"ES 'I

 Gap options

Multiple alignment: Gap opening penalty [10.0
Multiple alignment: Gap extension penty [5.0
Uze end gap separation penalty? m

Gap separation distance IB
Mo residue specific gaps? IYBS 'I

List of hydrophilic residues [SPSNDQEKR
Mo hydrophilic gaps? IYES 'l

Save |

B 26 RESHIRETNEH
DU b5 505 AR By, TR AR I e PR Ky 283 o SO BB DL BUE B,
st Save FHLRAT 1 B 45 R
B SEBCENE DR BB R b, A HCE A B R


http://159.226.3.34:8080/palpp/user/customize.htm
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